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<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) <0) 

<223> Accession number cg43307940 
<400> 831 

gatcaagtcc ctcacctata cggcatattc tgttgttgtt cactaacaat g 51 

<210> 832 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> • 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<2 2 3 > Accession number cg44028574 



<210> 833 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 958446 
<400> 833 

cggggccatc tcagatggtc tcatcgtcgc tcatgtccca gatctcagca g 51 

<210> 834 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44002087 
<400> 834 

aattcaacaa cgaaatcaat atgaaagaaa aggtgaaaag gcaccaaagc t 51 

<210> 835 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<400> 832 

aggccgagtt cagccttctg caggagcatc tgggtgaggg tccagcgaat g 



51 
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<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg2 93 50504 
<400> 835 

ctgtaataga tfccctcactg cttgacaggc tttctatggt ctcccttgca a 51 

<210> 836 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43067745 
<400> 836 

tccctacctt agaagaaggg aggtgataga tgaaatgaac tgtatgaaga g 51 

<210> 837 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43067745 
<400> 837 

tgaaatgaac tgtatgaaga gccaccagcc tggcccacac acagaagaag g 51 

<210> 838 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43067745 
<400> 838 

gaagagccac tagcctggcc cacacgcaga agaaggactg gcocgtcttc t 51 
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<210> 839 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43919033 
<400> 839 

ccgtgggttc cccgaggctc tgtggtgtgg gcatgcaggc gtagttocat t 51 

<210> 840 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43919033 
<400> 840 

attgtctgtc agaaccttcc ttcttactga agafcgctcct cacggccact a 51 

<210> 841 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919033 
<400> 841 

gacactggta gctgaagcct tgccgattca aattcaccca occatcatcg c 51 

<210> 842 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948724 
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<400> 842 

catctcatga gtgtgcccca tgggttccct cccctctcag catttccttg t 51 

<210> 843 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221>* allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc__f ea ture 
<222> (0) . . . <0) 

<223> Accession number cg43036790 
<400> 843 

ctgtaacatc ttcctcttcc ccatcagggt tgaatctatt gaaatgtata c 51 

<210> 844 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43325007 
<400> 844 

acgggtccca cctgggttca gggatatagc ccttctctac agccaggcgg c 51 

<210> 845 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg42907145 
<400> 845 

ggcacttctc ggactctcca aactttgcag tgaatttgga agggttgctg g 51 

<210> 846 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> mi s c_f e ature 
<222> (0) . . . (0) 

<223> Accession number cg4329€554 
<400> 846 

cggtacacgg tcgtctctct cctgctctca tcagtggcct tctotcttgg g 51 

<210> 847 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43997383 

■ 

<400> 847 

tcgaggacct gtctgaagac ttggagtgga aaattatcta tgtgggobct g 51 

<210> 848 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43941085 
<400> 848 

gggcctgggt ttgctcccag tttcctggct accgaggatt tcagtatgtg c 51 

<210> 849 

<211> 51 

<:212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

c223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947512 
<400> 849 

tcaacaggtt aggagagttg atccfctacct ctgagagcag ccgctateag t 51 

<210> 850 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> rais cofeature 
<222> (0) . . . <G) 

<223> Accession number cg43947512 
<400> 850 

tcatagaatc aggatagaaa acatgantcg ggaaaggctg agacaaaaga g 51 

<210> 851 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43979124 
<400> 851 ' 

ctcatcaaag gaatgcacta ggatttgcgc gggggtcttt ctggttcctg t 51 

<210> 852 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43945125 
<400> 852 

aggacttgtt gtggtacgtg cctcgggcca gcatgccctt gggagcctcc t 51 

<210> 853 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42854459 
<400> 853 

agggtaaccg caagta-cttg gtgacgttat ggaggtttat ggcatacaga g 51 
<210> 854 
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<211> 51 

<212> DNA - 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (6) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42923937 
<400> 854 

ccaggtccag ggggtaggtc agtgatgcgg ctgtcgttcc agccagtgcg c 51 

<210> 855 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42365149 
<400> 855 

tggcgaacca cagccaggac tgcgcaccgc cggcccggcg ccggctcacc t 51 

<210> 856 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43991689 
<400> 856 

gggcttcggt gttgaacacg taggcgtcca ggctgagcag gtttgggt-ca t 51 

<210> 857 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number <:g43963123 
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<400> 857 

agaacttgac cgtggtcaca gttctgccac cctggaccct ctcggtggcc t 



PCT/US00/35498 



51 



<210> 858 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . (0) 

<223> Accession number cg43972159 
<400> 858 

tggccgccat caccttcttg atgtcgtcct tggcccggct acgggtctcg g 51 

<210> 859 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43943283 



<210> 860 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s c__feature 
<222> (0) . . . (0) 

<223> Accession number cg43980312 
<400> 860 

cttcggctgg gtccattttc ctttcagagt cagagaggtg aactttctct t 51 

<210> 861 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<400> 859 

atgtgagcga attgggcctt gtgacgcaag gaggcaaagt tatttgggga a 
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<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg42028329 
<400> 861 

cggcggccaa ggagaacccg tgcaggaaat tccaggccaa catcttcaac a 51 

<210> 862 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42028329 
<400> 862 

tgacgcaggc aaaacccatt tatggcggct ggctgctcct ggctocagat g 51 

<210> 863 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg42028329 
<400> 863 

cgcaggcaaa acccatttat ggtggttggc tgctcctggc tccagatggc a 51 

<210> 864 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg42028329 
<400> 864 

gctggctgct cctggctcca gatgggaccg aqtttgacaa cccagtacac c 51 

<210> 865 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 
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<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg42028329 
<400> 865 

atggcaccga ctttgacaac ccagtgcacc ggtctcggaa atggcagcga c 

<210> 866 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42646578 
<400> 866 

accgatcacg gttttcaaag tctctatgag catatcttgc ataagtcttg t 

<210> 867 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43925352 
<400> 867 

aggagttgca gcggcggctg aagcgtctct acccggccgt ggacgaacaa g 

<210> 868 

<211> 51 

<212> DNA 

<213> Homo sapiens 



PCT/USOO/35498 



51 



51 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43961552 



<4O0> 868 

tcatgttggc gagctatttc 

<210> 869 
<2ll> 51 



*tgtt<tggagg agtcatggtc t 



51 
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<212> DMA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935925 
<400> 869 

gagtactctc cagaggctgg aggtttgtgc ggagtttgta catgtggttg a Si 

<210> 870 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc — feature 
<222> (0) . . . (0) 

<223> Accession number cg43971745 
<400> 870 

gagggtcctc aggctcaggg gtctgcccgc cagggtgggg atgggagtga g 51 

<210> 871 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43922566 

<400> 871 » 

caccaggtgc ctctgcaaca atgaagtact ctggccagtg ggcgaggtat t 51 

<210> 872 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43968495 
<400> 872 
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ccaagtctac ctctgggggg acgcccggct cagcccccgc agacctgccc a 



51 



<210> 
<2ll> 
<212> 
<213> 



873 

51 

DNA 



Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) ... (0) 

<223> Accession number cg43955549 
<400> 873 

gactatgagc aaaggaacag tttcocacat attgacattt ttt<:ccagaa g 51 

<210> 874 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
. <222> (26) ... (0) 
<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43978l48 



<210> 875 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg423413 05 
<40O> 875 

aacagacttt gccagatgaa tattccagta cagacacacc gtatcccggc a 51 

<210> 876 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 
<221> miec feature 



<400> 874 

taaacaacct cctgcacagt ctgcagcttc ctgaggcctg ttctgaaata a 
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<222> XO) . . . (0) 

<223> Accession number cg4234134>5 
<400> 876 

cgagtacaga cacaccgtat cccggtagcc tacctccaga actccgggtg a si 

<210> 877 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . , (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42341305 
<400> 877 

cagacacacc gtatcccggc agcctgcctc cagaactccg ggtgaaggca g si 

<210> 878 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42463588 
<400> 878 

ttattaattc aaaggcatct ctgacgtatg ctgaagctca gttgagaatt g si 

<210> 879 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43924895 
<400> 879 

aggttggaga tctcatctat ggccaatttg tggttgctaa <taaagacatg g 51 

<210> 880 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

■ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43969092 
<400> 880 

ggccggccat cagcacgccc ttcacccgtt cctcctcctc actgcactcg t 51 

<210> 881 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43955651 
<400> 881 

cacactctct gtgcatcggc ttgcgtgtgt ccgggtggaa ggagttgaac g 51 

<210> 882 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43970868 
<400> 882 

tctggctctg ggatatt-ctg gcctctgact tcacaccgga tgagagagct a 51 

<210> 883 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43068353 
<400> 883 

aaaatccttc tttggttgac ttaaactctg tattagaaga accctttgtg g 51 

<210> 884 
<211> 51 
<212> DNA 
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<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43250258 
<400> 884 

aaatgatagc atccaataat gtcccaatac tttcttcttg tgaagagagt t 51 

<210> 885 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934734 
<400> 885 

gtatggaaat ctcatccggc tccccttggt actccggcag gtcaattttc t 51 

<210> 886 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43934734 



<400> 886 

gtcaagctgc caaactgcca aagtattcct gcagctccag cagggcocgg a 51 

<210> 887 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996941 
<400> 887 

ttgcactaaa aggatctgta gctttoccag ctgagaatgg agttcagaat a 51 
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<210> 888 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43989507 
<400> 888 

gcaggagtgg aaaccagtag ctgtcatcgg gccacatgtc cttgaagggg a 

<210> 889 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0)...(0) 

<223> Accession number cg43970119 
<400> 889 

ccattagtag gcaaatgtgc tctgcaaatt ctcggatggc accacggcca c 

<210> 890 

<211> 46 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43120215 
<400> 890 

ggcagcactt ggacaggatg ctgaacccgg ctgcaatgaa gatgac 

<210> 891 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 
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<223> Accession number cg44007579 

<400> 891 

gctaccgcag ccgctggttc gtgtttgacg cgcgccgctg ctacctttac t 51 

<210> 892 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_JEeature 
<222> (0) . . . (0) 

<223> Accession number cg43322319 
<400> 892 

atgcctacaa gactatgaaa gaggatgaaa aaagatacaa fegaaagaatt t 51 

<210> 893 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43917139 
<400> 893 

cttggctggt ggccggcttg ggttttgctt gtacattcag cacataatca t si 

<210> 894 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43321624 
<400> 894 

aataacgtgg attatgaggg gcctcagtca cagcctgcag ttcgtagggg a 51 

<210> 895 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26)... (0) 
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<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg42903644 
<400> 895 

tggtgcctgt cagcaagccc ggtgcccttc gtcgctccct gtcccgctcc a 51 

<210> 896 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969140 
<400> 896 

caaagatgga caccagcgaa fccatccagta ataagtctgt ctccttccca a si 

<210> 897 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s c_f ea tur e 
<222> (0) . . . (0) 

<223> Accession number cg43969140 
<400> 897 

ccgccttgtg ggctcggccc cactctccag tcacaaaggc atcattaaca c 51 

<210> 898 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43969140 
<400> 898 

ccfccagcctg ctccacaaac cctgggaggt gtgtcttgga acatccaggg g 51 

<210> 899 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44024149 
<400> 899 

atttccacag aatgatcaag ttgaccacag gaaaggaagc cgx:acfccagt t si 

<210> 900 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44024149 
<400> 900 

aagccgcact cagttatggc ttctatggct gccactgtgg cgtgggt<jgc a si 

<210> 901 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) ... (0) 

<223> Accession number cg43969316 
<400> 901 

gctcgagcta cagtggacta cttgaacgac atcatattca caccaaaaat g 51 

<210> 902 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439€931€ 
<400> 902 

atattcacac caaaaatgta gaacatataa ttgatagttt acgggatgaa g 51 
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<210> 903 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969316 
<400> 903 

ttcacaccaa aaatgtagaa cacattattg atagtttacg ggatgaaggg a 51 

<210> 904 

<211> 51 

<212> DNA. 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43 969316 
<400> 904 

acaccaaaaa tgtagaacac ataatagata gtttacggga tgaagggatt g 51 

<210> 905 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969316 
<400> 905 

agcggaggga gtacgatgaa gagactgttc gatgggcaga cgctgtcata g 51 

<210> 906 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969316 
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<400> 906 

atgaagagac agttcgatgg gcagafegctg bcatagctgc gggaggtgat g SI 

<210> 907 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg4 3 327305 
<400> 907 

cacctgcctt aaaatttaag gttgagaatt tct'tctgtat gggatoccca t 51 

<210> 908 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43973026 
<400> 908 

acaaggtact agctatgacc aaccggaact tgtcacccaa gtctacaggg t 51 

<210> 909 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43931888 
<400> 909 

cctggccacc ccaacgccga actgcgtcca gggaggccca cctgggaacc c 51 

<210> 910 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 
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<22X> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42897014 
<400> 910 

tgcgctcctg cggccgggcc cgggcatcgc gtggcagcgc caggaggcag a 51 

<210> 911 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... {0) 

<223> single nucleotide, polymorphism 

<221> misc — feature 
<222> (0) . . . (0) 

<223> Accession number cg43155233 
<400> 911 

aggatgcatt aaatacaact gagaataaat tgcttgatgc atatactcag a . 51 

<210> 912 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

M 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44012742 
<400> 912 

cccccatcca gaacatctca tccaacgtgc tagaggagtc cgccatctcc g 51 

<210> 913 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36728314 
<400> 913 

ttggagtgtt ggcagtggga gggacatcga tccgaagctc tttctggctg g 51 

<210> 914 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap ien s 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (6) . . . (0) 

<223> Accession number cg43932428 
<400> 914 

caatggcccg ctcgattttg ccaagaacct ggttattggg ^tat-ggcccgt c 51 

<210> 915 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43934599 
<400> 915 

agagggaaaa agccagcaag acccaaaagc tttfcccatag gcttagagag g 51 

<210> 916 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43045396 
<400> 916 

aggagcaagc cagctgcctt cactcccgga cataaattct ggtgcagacc a 51 

<210> 917 
<211> 51 
<2i2> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43045396 
<400> 917 

ggccgtcccc ttcaagaaga gtttgggtgc agtggatctt gttctcattc t 51 
<:210> 918 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_f ea ture 
<222> (0) . . . (0) 

<223> Accession number cg43045396 
<400> 918 

tgaagttgat ctcagtggtg cgcaoggtgg tggatgtctt gatgtagaac t 51 

* 

<210> 919 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

► 

<221> mis cofeature ' 
<222> (0) . . . (0) 

<223> Accession number cg43045396 
<400> 919 

gcatggcgtt cacacccagt gccttgagca gctcgtcgaa attctcgctg c 51 

<210> 920 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<22 3> Accession number cg4 2696 021 
<400> 920 

gcttcacaca gtggctgtgc cgcctgcaca atgaagtgaa ccggaagctg g 51 

<210> 921 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi s-c_f e a ture 
<222> (0) . . . (0). 

<223> Accession number cg42696021 
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<210> 922 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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aaecgcaagc tgggcaagcc .tgattttsgarc t 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42696021 
<400> 922 

tgaaccggaa gctgggcaag cctgactttg actgcfccaag agttgatrgag c 

<210> 923 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42696021 



<400> 923 

accggaagct gggcaagcct gatttcgact gctcaagagt tga^gagcga t 

<210> 924 

<211> 51 

<212> DNA 

<213> Homo sapiens 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42696021 
<400> 924 

agcctgattt tgactgctca agagtggatg agcgatggcg tgacggctgg a 51 



<210> 925 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg42£96021 



<400> 925 

ttgactgctc aagagttgat gagcgctggc gtgacggctg gaaggacggc t 



51 



<210> 926 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42696021 
<400> 926 

gctcaagagt tgatgagcga tggcgcgacg gctggaagga cggctcctgt g 51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42 921698 
<400> 927 

agaccacctc cgacgtgtcc agccgtgggt tgaaatgcag ggcggcatcg g 51 

<210> 928 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42921-698 
<400> 928 

tgtccagccg ggggttgaaa tgcagcgcgg cafccggagcc cfcgctcctcc c 51 

<210> 929 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<210> 
<211> 
<212> 
<213> 



Homo sapiens 



927 

51 

DNA 



<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42921698 
<400> 929 

tgccagggcg gatgccctcg ggcagtgagg acttgtgggg gacgttggac a 51 

<210> 930 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42721336 



<210> 931 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43930848 
<400> 931 

tacgggcgcg cgtgcgcact ccgcagcgcg ttcaggaccc cggcgcgggc a 51 

<210> 932 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 



<400> 930 

ccagctcctg tgctggcctc ttcattgcct cacacatcgg cttcgactgg c 



51 



<400> 932 

gcctgactag tgtgctgagc accagtggaa gccctacaga cggactcagc g 



51 



<210> 933 
<211> 51 
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<220> 

<221> allele 
<222> (26) ... (0) • 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 
<400> 933 

tgagcaccag cggaagccct acagatggac tcagcgtcat gcaagggccc t 

<210> 934 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 
<400> 934 

ccagcggaag ccctacagac ggacttagcg tcatgcaagg gccctacagc g 

<210> 935 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 
<400> 935 

gcggaagccc tacagacgga ctcagtgtca tgcaagggcc ctacagcgaa a 

<210> 936 
<211> 51 

« 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis<:__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43323l49 
<400> 936 
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gaagc5cctac agacggactc agegttatgc aagggcccta cagcgaaaca g 



51 



<210> 937 
<211> 51 
<212> DMA 
<213> Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 



<400> 937 

tcatgcaagg gccctacagc 



<210> 938 
<211> 51 
<212> DNA 
<213> Homo 



gaaacggcca gctttgctgc ccttteaggg g 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 
<400> 938 

cctacagcga aacagccagc tttgcagccc tttcaggggg cacactgagt g 

<210> 939 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 
<400> 939 

gcgaaacagc cagctttgct gccctctcag ggggcacact gagtggtggc a 

<210> 940 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



51 



51 
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<222> (0) . . . (0) 

<223> Aocession number cg43323149 
<400> 940 

gctttgctgc cctttcaggg ggcacgctga gtggtggcat tctctccagt g 51 

<210> 941 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0)...<0) 

<223> Accession number cg43323149 
<400> 941 • 

ccctttcagg gggcacactg agtggcggca ttctctccag tggcaaggga a 51 

<210> 942 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 

» 

<400> 942 

ttctctccag tggcaaggga aaatatagcc ggttagaagt tcaagccgat g 51 

<210> 943 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s c_f e at ur e 
<222> (0) . . . (0) 

<223> Accession number cg43323149 
<400> 943 

ctccagtggc aagggaaaat acagcaggtt agaagttcaa gccgatgtcc a 51 

<210> 944 

.<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (2«) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42 017985 
<400> 944 

acaatctatg cagtgaaaga gcttatgatc ctaagcactt ocataatagg g 

<210> 945 

<211> 51 

<212> DNA 

<213> Homo sapiens 



PCT/USOO/35498 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221:> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 942922 
c400> 945 

ccacatctca ggccactagg ggcaggacaa ataggtcctc 

<210> 946 

<211> 51 

<212> DNA 

<213> Homo sapiens 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . .'. (0) 

<223> Accession number cg43942922 
<400> 946 

tcacctctga gcccacatct caggctacta ggggaagaaa aaataggtcc t 

<210> 947 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43942922 
<400> 947 

aggccactag gggaagaaaa aatagatcct ctgtcaagac ccctgaaaca g 

<210> 948 
<211> 51 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg432 71511 
<400> 948 

atgacggcac tgtcagaaag gaatctggca ttccgtcagg caaatttgag g 51 

<210> 949 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<210> 950 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223>, single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439738€9 
<400> 950 

tggcggcaca actgcggctg ataccttggg tggaaaagat cagaatgaca g 51 

<210> 951 
<211> 51 

<212> DNA ' 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43999983 
<400> 951 

cttccaaatt agcttcagtt ttcagagagc aaccattaaa tcctatataa a 51 



<221> 
<222> 
<223> 



mis cofeature 
(0) . . . (0) 

Accession number cg42831353 



<400> 949 

gcaccgcggc ggtggtgagg acacaagctg cggtgtaagc ccgcgtcacc g 



51 
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<210> 952 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43080742 
<400> 952 

agacggtggc ctcgctgtgg ccggcectgc aggaactggc ccggtgtggg a 51 

<210> 953 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43927424 
<400> 953 

cgcagtattt cagagaaaag tatacacttc agctgaagta cccgcacctt c 51 



<210> 954 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43919145 
<400> .954 

cctcaacaga ctgcctttgt tcactatctg gagaagatag caaaggagta g 51 

<210> 955 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) . . . <0) 
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<400> 955 

cgacctatta ttggcctaga ccaagacgct atgtacagcc tcctgaaatg a 51 

<210> 956 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number <:g42381630 
<400> 956 

attattggcc tagaccaagg ogctacgtac agcctcctga aatgattggg c 51 

<210> 957 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
*222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43132517 
<400> 957 

tccatcttca gacacccccc cgtctttctg cacagggagt tggccttcca g 51 

<210> 958 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43132517 
<400> 958 

ctgcacaggg agfctggcctt ccagtgggtg ttgctcttct gtcttgaogt c 51 

<210> 959 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (X)) 
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<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950549 
<400> 959 

agaaaccgga tgatgcacag tattattgtc aaagagctta ttgtcaeatt c 51 

<210> 960 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950549 
<400> 960 

gacaaaaatt agatagtgca gatactaatt tcagtgactg gattaaaagg t 51 

<210> 961 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43969918 
<400> 961 

ttgcggccac ttgggccttg agaatagcag cttttccfccg gccagcccct g 51 

<210> 962 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
«c222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950850 
<400> 962 

ccgtcgcgat cggcctccgc cggattaggt tatcaatcag gcoggagcag t 51 

<210> 963 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42672206 
<400> 963 

gccctgagac cactaaaoct tgattcttta caggctcaga gaccatggaa c 

<210> 964 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4492€S30 
<400> 964 

ctgcacaggt cacaatatat ttataagctt ttcccaactt aaccaggtgt g 

<210> 965 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43918476 
<400> 965 

tgagcatgac ccgatcttga acttcgctgt actgcaggtt aactaccttg t 

<210> 966 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43285334 
<400> 966 

cggtgacccg ggcgtcagtg tccccataac cagagtaggc cagcagtgat c 
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<210> 967 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . „ . (0) 

<223> Accession number cg42313635 
<400> 967 

gggtgagcag caaacaggag gtgacgcaga ttcctgcagc tctgagtgtc c 51 

<210> 968 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) ... (0) 

<223> Accession number cg43985327 
<400> 968 

tcgcgcaggc cagacagcgg tgcaggccgc cccetggcag gtcggggtcg a 51 

<210> 969 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43939569 
<400> 969 

gcatcctcag ctcggagatg aattctcttc cggatcaaga agtagaactg a 51 

<210> 970 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_£e a ture 
<222> (0) . . . (0) 

<223> Accession number cg43924537 
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<400> 970 

at-ccattggc tttatccaca gcctgaagga ctcgctggat gctctccttg t 



51 



<210> 971 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43920127 
<400> 971 

aaagatgcag ttcataatgt tctccagatt caggaactct tatgctgtgt c 51 

<210> 972 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg40968986 
<400> 972 

cgcgcctcct gctggctgca ctggtccagg actatgtgca gatgaaggcc a 51 

<210> 973 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg40968986 



<210> 974 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<400> 973 

aggccagtga gctggagcag gagcaggaga gagagggctc oagaatcatt g 
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<221> misc__£eature 
<222> (0) . . . (0) 

<223> Accession number cg40968986 



<400> 974 

gaatcattgc ccagaagaga gcctgcgaca ctgccacctg tgtgacfccat c 



51 



<210> 975 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
^<223> Accession number cg40968986 

<400> 975 

caggcttgct gagcagatca gggggcgtgg tgaagaacaa ct^tgtgccc a 51 

<210> 976 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40968986 



<210> 977 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42165615 
<400> 977 

ggatcctggc ctcggagaag cggtcgtaga aaggagagcg caacaggtag t si 

<210> 978 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<400> 976 

cagggggtgt ggtgaagaac aacttcgtgc ccaccaatgt gggttccaaa g 



51 
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<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43052776 
<400> 978 

agggtgggag attcctgatg ggaacaaatt ctccagacag cagagatggt g 51 

<210> 979 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 999272 
<400> 979 

agaaggcggt gactccagct cctcctataa agaggtggga gctgtcctcg g 51 

<210> 980 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43300763 
<400> 980 

ctcggcgaag gagcatcttt gaatatcacc gcatagagct ggaccccagc a 51 

<210> 981 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43319008 
<400> 981 

ttaaattata tagcagcatc accaatcaac agaggagata ccttgagaag c 51 
<210> 982 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969932 
<400> 982 

cgttctgcac cgtctccttc cgagcgttga atttcttccc ctt-gtagatg t 51 

<210> 983 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43935092 
<400> 983 

tggagcggtg ccagcagcag gcgaatgagg tgacggaaat tatgcgtaac a 51 

* 

<210> 984 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 942680 
<400> 984 

cggaggagag cgccctcaat cacgtccagc acccgagcga cgaagccgag g 51 

<210> 985 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43269198 
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<400> 985 

gctggcagtc taocacgctg atttgaaact cgctggaagg caacatttca a 51 

<210> 986 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43917388 
<400> 986 

ggatgtccac attgaccacg tgcacgggct ggcaggtctc ctgttctctg g 51 

<210> 987 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917989 
<400> 987 

tgggcatgct tgctggggcc gccactggtg ctgctcttgg ctcacttatg t 51 

<210> 988 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917989 
<400> 988 

ccgccacggg tgctgctctt ggctcgctta tgtggtcgcc ttgctggttc t 51 

<210> 989 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_£eafcure 
<222> (0) . . . (0) 

<223> Accession number cg43917989 
<400> 989 

ccacgggtgc tgctcttggc tcactcatgt ggfccgccttg ctggtfcctga g 51 

<210> 990 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917989 
<400> 990 

ctcttggctc acttatgtgg tcgccctgct ggttotgagc cotggggctc g si 

<210> 991 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 1664708 



<400> 991 

agcaatcgac caatacagct gtgactctga ctggctagta gtctotggca c 51 

<210> 992 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg43332460 
<400> 992 

ggaacatctg cgtcagctcc gtgtccccaa actcctgggg gaggtggtag a 51 

<:210> 993 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42855650 
<400> 993 

ccgggcccct cataggagag gaagcccggg aggtggccag gcggcaggaa g 51 

<210> 994 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42903443 



<400> 994 

tcaccgccag gaggacgcat tcggccgaac ccagagccag cgatgcgcac a 51 

<210> 995 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<2 23> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44027270 
<400> 995 

cagagtccat tacttttctt ctgttgaatt tcactgttgt tgtcttttct g 51 

<210> 996 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44027270 
<400> 996 

gttgggccgc atcaocagga tcctggcggc taaacttggg tcataacaac t 51 

<210> 997 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg41S68177 
<400> 997 

cattcttgtc ctttttctca aagacgtcgg cgaggtaatt tgtgcccttt t 51 

<210> 998 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

m 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44010855 
<400> 998 

cctggaacga gaagcgcagg gtctatgaag aatagggtga aaaaccfccag a 51 

<210> 999 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44917490 
<400> 999 

tctgggctcg gctgaagggg tgaagagggc cgggtcaggg tcgttcctcc a 51 

<210> 1000 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921977 
<400> 1000 
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51 



<210> 1001 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921977 
<400> 1001 

ggaattcgtg acaagttcaa aaggaaaact tcctttgttt taatgcagct g 51 

<210> 1002 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . fO) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42840476 
<400> 1002 

tgtaatccca gctccttggg aggctgagac aggaggattc cttgagccct g 51 

<210> 1003 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43970780 
<400> 1003 

ggcaggagat aaaccatcca gcagagtttt ctgtgtaaaa acatttattt t 51 

<210> 1004 

<211> 50 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . • (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44001801 

V 

<400> 1004 

agtaaatatc cccttggctg tgtttgtcaa acattgggat tctt4:t<tgcc 50 

<210> 1005 

<211> 51 

<212> DNA 

<213> Homo sapiens 

* 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44001801 
<400> 1005 

ttttgccaag tgcaaacatg actctgccac tgttaocacc aattgcagtg g 51 

<210> 1006 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg44001801 
<400> 1006 

gtgcaaacat gactctacca ctgttgccac caattgcagt ggacacagcc a 51 

<210> 1007 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25. and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44001801 
<400> 1007 

aattcagaga acaaaagaca gcaccagaaa gttfccttccc tgttgaatca 50 
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<210> 1008 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44001801 
<400> 1008 

tattttaaag ctataacaga ttttggacat aaagccaaaa cagattgttt t 53 

<210> 1009 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44 0018 01 
<400> 1009 

cagctcactc catctcagtc agtggttttg ttcttgtcat ggctccattt t 51 

<210> 1010 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44001801 
<400> 1010 

aaacctcttc ccattatcct catagacctg ggtgtggtaa cagcttcttg c 51 

<210> 1011 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
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<400> 1011 

gtggtaacag cttcttgctg tfctgggttct cttttafccat ctatgfcaagt c 51 

<210> 1012 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg44001801 
<400> 1012 

agcttcttgc tgtttggctt ctcttatatc atotatgtaa gfccaatttcc t 51 

<210> 1013 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43921971 
<400> 1013 

cagctgcatt aaaacaaagg aagttctcct tttgaacttg tcacgaattc c 51 

<210> 1014 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43042134 
<400> 1014 

taataaatta attctaaagt ttagacgatg ttttggttct tcttcatgaa a 51 

<210> 1015 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22X> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43983747 
<400> 1015 

tttttttttt tttttttttt tttttttcat taaacttctg ggctttattt a 51 

<210> 1016 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43983747 
<400> 1016 

tttttttttt tttttttttt tttcttatta aacttctggg ctttatttat t 51 

<210> 1017 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg433242 7i 
<400> 1017 

cctgttaaaa acaaagtgca gtcagtttct aagccctgtt cagagacttc g 51 

<210> 1018 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917593 
<400> 1018 

cagataagca agtgagatcc tctggtcctt aatcatcaat atactcaaat g 51 

<210> 1019 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43987714 



<400> 1019 

agtgaccacc aggggctctg aactgtagct gatgttatca gcaggocatg c 51 

<210> 1020 

<211> 50 

<2i2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43987714 



<400> 1020 

gcagctgatg ttatcagcag gccatcatcc tgctgccaag ggtggacacg 50 

<210> 1021 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43924820 



<400> 1021 

caaatacctg gatttttttt ttttttgtac actggttcat agatcggcac t SI 

• 

c210> 1022 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
c222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43944573 
<400> 1022 

aggagocacc tttgctgggc tcggctctac caagcagaaa tgcgattaca 50 

<210> 1023 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43277630 
<4O0> 1023 

atcatgtttc tgagaccaca gtttacaaca ggtgtgcctg ttgctttctt c 51 

<210> 1024 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscJEeature 
<222> (0) . . . (0) 

<223> Accession number cg43277630 
<400> 1024 

tcatgtttct gagaccacag tttaacacag gtgtgcctgt tgctttcttc c 51 

<210> 1025 

<211> 51 

<212> DNA 

< 2 1 3 > Homo sapi ens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43277630 
<400> 1025 

tcgtggggtt cagtagagaa ttcaattgac tagcgcctgg ccttgtgtgg c 51 

<210> 1026 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43277630 
<400> 1026 

ccacagcacc ccgaagggag catctgttta ectggcagtg gctctcagag c 51 

<210> 1027 

<211> 46 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (21) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43920091 
<400> 1027 

tttttttttt tttagggggc aggacatgct ttattttcag ccacag 4€ 

<210> 1028 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43247872 
<400> 1028 

gttgataacc atatgcactt aacatatatt ctataaacat taagtagtgc 50 

<210> 1029 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43247872 
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<40O> 1029 

acattaagta gtgccagtta tgagacttcc cagttcttac taaattgtat t 51 

<210> 1030 

<211> 51 . 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43247872 
<400> 1030 

tatcacatgt aactaataat ttgaagtata cttgaaggac ogtgttgatg t 51 

<210> 1031 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43247872 
<400> 1031 

ggttggaaga tagcagtatt attagataag ctgcatacgt aatattcagt 50 

<210> 1032 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43247872 
<400> 1032 

tattcaaatg tttcagcacc atatagtaga aatacccaat tatattctag t 51 

<210> 1033 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439S8825 
<400> 1033 

cgtgagactg gggctggcct gtgtgcctag gcgtagtatt gtaggttggc SO 

<210> 1034 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43958825 
<400> 1034 

tgagactggg gctggcctgt gtgcctaggc gtagtattgt aggttggctt SO 

<210> 1035 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43958825 
<400> 1035 

tttttttttt tttttttttt tttttgtttt gaccctaaac catcttttat t 51 

<210> 1036 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<400> 1036 

tagtgtatag aacatttcac aattatactc atcttttaca taacatcttg a 51 

<210> 1037 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43975309 
<400> 1037 

aacaaatgtg cttacataca ccaagaaaaa aaaattcttg tgtacccact 50 

<210> 1038 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43300636 
<400> 1038 

ggtcaggaag gaggtctggc aggactgcag tgggccctag tcatctgtgg 50 

<210> 1039 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 
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<223> Accession number -cg4394S992 
<400> 1039 

ccgatctcca ctgttgggtg ggtggccctg ccgggaccct gctcacaggc 50 

<210> 1040 

<211> 51 

<23-2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918426 
<400> 1040 

gcagtcgagc gccacggctg ctcattggat gatccaggat gggfcccttgg c 51 

<210> 1041 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918426 
<400> 1041 

cgaggatggc caggccgtgt gtgcttttcc cagtgccgag gtatrctatcg c 51 

<210> 1042 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918426 
<400> 1042 

gtgtgctctt cccagtgccg aggtatctat cgctcacggc ~caggagcfctg t 51 

<210> 1043 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 
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<223> single nucleotide polymorphism 

c221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 991972 
<400> 1043 

tttttttttt tttttttttt ttttttgcct tagagagggc agttttattg t 51 

<210> 1044 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947105 
<400> 1044 

tctcgttctt cgtcatggtg tgcgccggac ggcgagagga gctgcggccg 50 

<210> 1045 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s c_f ea ture 
<222> (0) . . . (0) 

<223> Accession number cg4 3 947105 
<400> 1045 

gcggaggcgc gtcccggctc cggcgcgcag cccggagacg gcagtgaagg 50 

<210> 1046 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mi s c_£e ature 
<222> (0) . . . (0) 

<223> Accession number cg43 947105 
<400> 1046 

ctgttgacat caaaatatga cagttttata tccataaaat atttacatag 5 0 

<210> 1047 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg43947105 
<400> 1047 

taaaccacat aaaaagagga caagaacccc atcctacatg tttggaatca g SI 

<210> 1048 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) .'. . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43947105 
<400> 1048 

aaagaggaca agacccccat cctacgtgtt tggaatcagg tgttcaccgg t 51 

<210> 1049 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947105 
<400> 1049 

tacatgtttg gaatcaggtg ttcacgggtc cctatctggc gactgtacac t 51 

<210> 1050 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927442 
<400> 1050 

ttgttttttt tttttttttt tttttatcca cattcagttc ttttatttaa t 

<210> 1051 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43927442 
<400> 1051 

tgtttttttt tttttttttt tttttaccac attcagttct tttatttaat t 

<210> 1052 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43972614 
<400> 1052 

gttgtttttt tttttttttt tttttaatcg agaattcact gtttatttgt g 

<210> 1053 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (O) . . . (0) 

<223> Accession number cg43972614 
<400> 1053 

tgtttttttt tttttttttt ttttaacgag aattcactgt ttatttgtgc a 
<210> 1054 
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<211> 
<212> 
<213> 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918496 
<400> 1054 

gcttgctggt tttattgcaa gaatacaagt agcattgcag tagtctactt t 51 

» 

<210> 1055 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43284434 
<400> 1055 

atcagagagg aataaaaaga catttatatt ttattctgct ccattccctt 50 

<210> 1056 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43284434 
<400> 1056 

gtggacctaa attccttatc atatctttat taattcagcc agtgtatcca 50 

<210> 1057 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc__feature 
<222> (0) . . . <0) 

<223> Accession number cg43284434 
<400> 1057 

ctgaatagaa ttgtatagcg atgacttctt aattataatt tgatttgact g S3 

<210> 1058 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43284434 
<400> 1058 

atactagtta atttcttcca ttccctacta cacagagagg tgagctttca a 51 

<210> 1059 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43974574 
<400> 1059 

aaaccactta aatgtgaagg aacaaagcaa caagaccagt atgatatacc 50 

<210> 1060 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> {26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (0) . . . iO) 

<223> Accession number cg439€7912 
<400> 1060 

ggagactccg ggagccgaaa gtgaacgggt 

<210> 1061 
<211> 51 
<212> DNA 

<213> Homo sapiens 



PCT/WSOO/35498 



50 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43954224 
<400> 1061 

gattttgtgc atgtagttca gtctagtgtt ggtagcatga cagaaagtgg g 

<210> 1062 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2 6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43250373 



51 



<400> 1062 

tatgctggct ggagtgagga 

<210> 1063 

<211> 50 

<212> DNA 

<213> Homo sapiens 



aaaaatcgtc cagggagcat ttfccctccat 



50 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43250373 
<400> 1063 

cagttacaac tcagggtcac aaaaatgcat c 



50 
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<210> 1064 

<211> SI 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439B6887 
<400> 1064 

aagtaaagtg aatgaaacca tttgtaatta agatacatag acagaacttc a 

<210> 1065 

<211> 50 

<212> DNA 

<213>. Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986887 
<400> 1065 

atacatagac agaacttcaa tgtagaaaaa aaaagacctt gctgggaaac 

<210> 1066 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986887 
<400> 1066 

agaacttcaa tgtagaaaaa aaaaaagacc ttgctgggaa acagatgatg a 

<210> 1067 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 

<22l> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43969125 



<400> 1067 

aatggacaat aaaggactga gggaggggct agaaaatgat tgatttttct 50 

<210> 1068 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43972161 
<400> 1068 

tttttttttt tttttttttt tttttaaaaa ttttaaatct ttaatttccg t 51 

<210> 1069 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43972161 
<400> 1069 

agcccctggg tcggggcggg gtccctgggc cgcccggggg gtccacatgc 50 



<210> 1070 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972161 



<400> 1070 

ggtcggggcg gggtcccctg ggccgccggg gggtccacat gcagcccctg 



50 



<210> 
<211> 
<212> 
<213> 



1071 

50 

DNA 

Homo s ap i ens 



<220> 

<22i> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972161 
<400> 1071 

tcggggcggg gtcccctggg ccgccggggg gtccacatgc agcccctggg 50 

<210> 1072 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43972161 
<400> 1072 

ggggggtcca catgcagccc ctgggggggg ccggcgcggg gtgaggtccg 50 

<210> 1073 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mi s cofeature 
<222> (0) . . .10) 

<223> Accession number cg43972161 



<400> 1073 

ttgctgaggt ccggccggtt ggggcgccgc taggcgcgct ggctgggcag 50 

<210> 1074 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43943233 
<400> 1074 

gcaagcaaaa acaaagctat aacttagcag tggtattcac ccaccactta t 51 

<210> 1075 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43943233 
<400> 1075 

tatcaaaaac agcaaagagt ttatagaatt tctgcaccag tttgcacata a 51 

<210> 1076 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917062 
<400> 1076 

ggagacaaat acacaaataa ctagattaca aggcagtaaa caagagtggg c 51 



<210> 1077 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<222> (26)... <0) 

<223> single nucleotide polymorphism 
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<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43917062 
<400> 1077 

actgagtgac tactatgtgc aaagcctatg ctaggtgcat gaaagataca 50 

<210> 1078 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44022155 
<400> 1078 

gagagctggc cgagcagccc tggccgccgc tgcccgccgg ccccctgagg t 51 

<210> 1079 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44015998 
<400> 1079 

agccagcgga tggctgtggg ggtccagctc agtcttccaa gggcgagact 50 

<210> 1080 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> raise feature 
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<222> (25) . . . <2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0)...(0) 

<223> Accession number cg44 015998 
<400> 1080 

gccctgttgg ggttcccgcc cagcgcagcc agggtgggca gtgggtacca 50 

<210> 1081 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 917679 
<400> 1081 

caagaaggga aaaggattta ttagatcatt tccaggacag ggaoocaggg g 51 

<210> 1082 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917679 
<400> 1082 

cagagcttgg gctggggttg cagggcatca gccaatctgc tctcaaggag 50 

<210> 1083 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 26 

<221> mis c_f eature 
<222> (0) . . . (0) 
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<223> Accession number cg43 9X1619 
<400> X083 

gtaggaagag cagtgtccac tgtgtcccca gggcagtgga gtgtctctgt 50 

<210> 1084 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966234 
<400> 1084 

aaaaatcacc aatggaaatt ttcatgatat aaatacttgt acatatgatt 50 

<210> 1085 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966234 
<400> 1085 

ttttcattga tataaatact tgtactatga tttgtacttc tgctgtgaga 50 

<210> 1086 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4396*6234 
<400> 1086 

ttgatataaa tacttgtaca tatgagttgt acttctgctg tgagattccc t 51 
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<210> 1087 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43009431 



<400> 1087 

ctccccaaac ggcggtaatg ccggggtocc cgagacgcgg -ctgcotgtcc 50 

<210> 1088 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 920913 
<400> 1088 

ccattcctgc cttttgcaat catgatacct gggaatccaa atagttggat a SI 

<210> 1089 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920913 
<400> 1089 

tgccttttgc aatcatgaaa cctggcaatc caaafcagttg gataacttag a 51 

<210> 1090 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_£eature 
<222> <0) . . . (O) 

<223> Accession number cg43920913 
<400> 1090 

tcatgaaacc tgggaatcca aataggttgg ataacttaga ataactaagt t 51 

<210> 1091 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 920913 
<400> 1091 

cctgggaatc caaatagttg gataagctta gaataactaa gtttattaaa t 51 

<210> 1092 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 920913 
<400> 1092 

ggaatccaaa tagttggata acttataata actaagttta ttaaattcta g 51 

<210> 1093 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920913 

>. 

<400> 1093 

aatagttgga taacttagaa taactgagtt tattaaattc tagaaagata a 51 

<210> 1094 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 1094 

gccaggtgac atggccaggc accttocctg tacaggcact gtgggctcct g 51 

<210> 1095 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439317-65 
<400> 1095 

ctgtacaggc actgtgggct cctggccagg ctcactagaa ggtcttctct 50 

<210> 1096 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43 918042 
<400> 1096 

ttagaaggag cagtagcagc agcagaggag aagatgctga ggatgoggac 50 

<210> 1097 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43265972 
<400> 1097 

tgatgagttc attagctaag ttaaattaat ttgaactttg atctaaacca 50 

<210> 1098 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43265972 
<400> 1098 

ttcattagct aagttaaaat taattgaact ttgatctaaa ccaaaacaaa 50 

<210> 1099 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43265972 
<400> 1099 

ggaaaataaa gctgtaaagg aacttatcaa gcattccaaa accaactaga 50 

<210> 1100 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg432€5972 
<400> 1100 

accaactaga aattacttga agtttcgagt gagcattgcc tgtgccagta 50 

<210> 1101 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43265972 
<400> 1101 

tattcagcca atttcatgga tgtaacgatg gatataaata attgatagca 50 

<210> 1102 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

■ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43968898 
<400> 1102 

acgggggagg gggtcgcctt agcgctggac acagcacaaa acacaacacg 50 

<210> 1103 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc^feature 
<222> (0) . . . (0) 
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<223> Accession number cg43976826 
<400> 1103 

actgtcttat ttttattttc atgtttcctt cttttcccag cattgcagtt t 51 

<210> 1104 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976826 
<400> 1104 

tgtaatgcct ggaagattaa gaagctacgg agtaacagga gccaagagta 50 

<210> 1105 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (o) 

<223> Accession number cg43952088 
<400> 1105 

acaacccacc aaagtttccg cagagggtat accagatgtc tgtgtcagaa g 51 

<210> 1106 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43952088 
<400> 1106 

caacccacca aagtttccgc agagcctata ccagatgtct gtgtcagaag c 51 

<210> 1107 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43952088 
<400> 1107 

gaaaaagcct gtagattttg aaaccgaaag agcctatagc ttgaaggtag a SI 

<210> 1108 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscJEeature 
<222> (0) . . . (0) 

<223> Accession number cg43952088 
<400> 1108 

caaggacact gtgaccgtca agatctcagt agaagatgct gatgagcccc c 51 

<210> 1109 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0)^ 

<223> Accession number cg43127783 
<400> 1109 

ggcttcaggg cgcacagcat gagagcctct gtgcccccat caccctcgtt t 51 

<210> 1110 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> 
<222> 
<223> 



mi s c_f eature 
(0) . . . (0) 

Accession number cg43127783 



<400> 1110 

catcgtgggg ctctcagttc cgattcccca ggetgaafctg ggagtgagat g 



51 
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<210> 1111 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43127783 
<400> 1111 

ggttctgcac agctggcctc ccgcggttgg gcaacattgc tggctggaag g 51 

<210> 1112 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4312778 3 
<400> 1112 

tgcacagctg gcctcccgcg ttgggtcaac attgctggct ggaagggagg a 51 

<210> 1113 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

♦ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43127783 
<400> 1113 

tcccgcgttg ggcaacattg ctggcctgga agggaggagc gccctctagg g 51 

<210> 1114 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc_f -eature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mi s c_f -e at uare 
<222> (0) . . (0) 

<223> Accession number cg43127783 
<400> 1114 

ggccccggtg cggctgcagc tcaccagccc oaggggcaga agagacccaa 50 

<210> 1115 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc — feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43127783 
<400> 1115 

atatagtacc tgaaaaaatg ccaagacaag attafttttt taaaaagcgt 50 

<210> 1116 
<211> 51 
*<212> DNA 
<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . CO) 

<223> Accession number cg43127783 



<400> 1116 

tagtacctga aaaaatgcca agcactagat tatttttt-ta aaaagcgtac t 51 

<210> 1117 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43127783 



<400> 1117 

agtacctgaa aaaatgccaa gcacatgatt attttfctfcaa aaagcgtact t SI 
<210> 1118 
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<220> 

<22l> allele 

<222> <26) ... (0) 

<223!> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4402€923 
<400> 1118 

gctctgtgca tgcgggtggg ctgggccccc aggggtgcaa ggatggagta g 

<210> 1119 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg44026923 
<400> 1119 

ctgtgcatgc gggtgggctg ggcccagggg tgcaaggatg gagtagctga 

<210> 1120 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26). ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44026923 



51 



50 



<400> 1120 

gagtcgggag gacgcctagt 

<210> 1121 

<211> 51 

<212> DNA 

<213> Homo sapiens 



gggacgtggc gggggtgggg cagggtgcgg t 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mi-s c_£e ature 
<222> (0) . . . (0) 

<223> Accession number cg42S58238 



<400> 1121 



caccgccaca tggcttcctc ctgcgtgcat gtgcgcacac acacacacac a 



51 



<210> 1122 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42558238 
<400> 1122 

ccactctcct tgctacccag aaatcatcta aatacctgcc ctgacatgca 50 

<210> 1123 

<211> 51 

<212> DNA 

<213> Homo sapiens 

» 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<210> 1124 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43994411 
<400> 1124 

tcttcagaaa gtaggcfcttc aaafci:gctct tctocatatt ttfcgtagata «t 51 

<210> 1125 
<211> 51 



<221> 
<222> 
<223> 



mis cofeature 
(0) . . . (0) 

Accession number cg4255823 8 



<400> 1123 

gggaaagccc agaaaaggac agaaatgaag tagaaagggg cccagtcctg g 



51 
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<2X2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43994411 
<400> 1125 

caacatattt tcagaaatga ctgttgctag gtggtaaaac tgttagggta a 51 

<210> 1126 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43994411 
<400> 1126 

atacaaatat ttgtttatat taggcctact aaattaatga caactttgaa a 51 

» 

<210> 1127 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> ' 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980086 
<400> 1127 

ccaagtccca ggactggctg atagctctcc cagtggatag caggtcctaa 50 

<210> 1128 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (2€) . . . tQ) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) - . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948700 
<400> 1128 

aagctctgag cccgcccctc ttgggca-cag tggtagggat gggggaaggg SO . 

♦ 

<210> 1129 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948700 
<400> 1129 

gaaggggatg gaccccatgg ctgggtagta ccatgactgg aggcggggga 50 



<210> 1130 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43949264 
<400> 1130 

atcgtgaggt tttcatcgge tgtgccattt cccaacgtct tttgggattt a 51 



<210> 1131 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439492€4 
<400> 1131 

ttgtttcaac tgaattttgg tggtgttagt gccattatct agcaccctga t 51 
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<210> 1132 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s c_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949264 
<400> 1132 

atctagcacc ctgatttttt tttttactat aaccagggtt tcattctgtc 50 

<210> 1133 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43949264 
<400> 1133 

tctagcaccc tgattttttt ttttttacfca taaccagggt ttcattctgt c 51 

<210> 1134 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg4395€560 
<400> 1134 

ttctgaggag aaacaaataa gaccacaaag ggaaaggatt catgtggaat a 51 

<210> 1135 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 
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<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42701303 
<400> 1135 

gtggctccac ttgcccgtct gcttgcccca ggctgcfcctt gtcctgtttg 50 

<210> 1136 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42701303 
<400> 1136 

ctccgaggaa gcccagagct gtggattggg gtctgggcac tcaggggtgg c 51 

<210> 1137 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43977724 
<400> 1137 

tcattcccaa caacatcctc tgccatacac aacaaaacgt aagtttcatt t 51 

<210> 1138 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 95€ &6S 
<400> 1138 

agtaagacgt gaaaggaata cacttotgtt taagcaocat ggccttgsrtg a 51 
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<210> 1139 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43943478 
<400> 1139 

gaggagaggc cctgacaacg agggcgcccc tgcccggggt gaggctgcac 50 

<210> 1140 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43943478 
<400> 1140 

occggggtga ggctgcacag cgccagctcc aggctgggcc agcttggccc g 51 

<210> 1141 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number og43943478 
<400> 1141 

aggctgcaca gcgccactcc aggctggcca gcttggcccg cactggoaac 50 

<210> 1142 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43943478 
<400> 1142 

gctgcacagc gccactccag gctggccagc ttggcccgca ctggcaacac SO 

<210> 1143 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
<400> 1143 

cccaacttcc cctggagctc agaggggtcc ccactgtacc agcctctgat a 51 

<210> 1144 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
<400> 1144 

caacttcccc tggagctcag aggtggcccc actgtaccag cctctgataa g 51 

<210> 1145 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_jEeature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
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<400> 1145 

tctctttctc ggtgataaaa cacacgcgct ccggtgagcc cagcgtcccc t 51 

<210> 1146 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
<400> 1146 

cggtgataaa acacacccgc tccgggagcc cagcgtcccc tccttggctt 50 

<210> 1147 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
<400> 1147 

aacacacccg ctccggtgag cccaggcgtc ccctccttgg cttccaggag c 51 

<210> 1148 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
<400> 1148 

acacacccgc tccggtgagc coagcctccc ctccttggct tccaggagcc c 51 

<210> 1149 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<22l> allele 
<222> (26) . . - i0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42 924171 
<400> 1149 

ccgctccggt gagcccagcg tccccctcct tggcttocag gagcoctggg a 51 

<210> 1150 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) . 

<223> Accession number cg42924171 
<400> 1150 

gtcccctcct tggcttccag gagcctggga agcattttta actgggtaga 50 

<210> 1151 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
<400> 1151 

cctccttggc ttccaggagc cctggaagca tttttaaotg ggtagaatct 50 

<210> 1152 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
<400> 1152 

atgctgagcc cgagcactaa ccctctgcgg ccctagcgac cctcaggctt 50 

<210> 1153 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
<400> 1153 

gctcccatct gcccccctgc aacagccgca ggctgcttcc tctctctgag t 51 

<210> 1154 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
<400> 1154 

ctcccatctg ccoccctgca acagttgcag gctgcttcct ctctctgagt t 51 

<210> 1155 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (O) . . . (0) 

<223> Accession number -cg42924171 
<400> 1155 

ctctctctga gttcctctgg gctgcgcagg ctcccctggg aatagagcaa 50 
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<210> 1156 

<2X1> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 

♦ 

<400> 1156 

gacgtgagtc ctaacctggc cacagttggg ggaggcagag ccagcaggtg g SI 

<210> 1157 . 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) . .-. (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . ; . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42924171 
<400> 1157 

cctaacctgg ccacagctgg gggagcagag ccagcaggtg gacaggtgtt 50 

<210> 1158 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43246381 



<400> 1158 

acctggattt gttttcagct ttctcaattt tcacatgcac gttaggctat c si 

<210> 1159 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . <0) 
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<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933897 
<400> 1159 

tcagatgcca gctctcctca gcggagctcc tgatccctca atttgccatc 50 

<210> 1160 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 919581 



<400> 1160 

aggaatgcct cctccctggg cagaagtggc catgccaccc tgttttcagc 50 

<210> 1161 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919581 



<400> 1161 

tatagtcaca agagcccagc agggctcaaa gttggggcag gctggctggc 50 

« 

<210> 1162 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 
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<22l> mis cJEeature 
<222> (O) . . . (0) 

<223> Accession number cg4394€028 
<400> 1162 

gaatctcgtg cctcagcctc ccaagcagct gggattacag gca-tgcaoca c -51 

<210> 1163 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43946028 
<400> 1163 

gcctcagcct cccaagtagc tgggactaca ggcatgcacc aocgtgctcg g 51 

<210> 1164 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43946028 
<400> 1164 

ttttagtaga gatggggttt caccacgtta gccaggctgc tctttaactc c si 

<210> 1165 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43264626 
<400> 1165 

atagacattt ctaccttgag gatattgaag ggaacttagg aagtgagaag t si 

<210> 1166 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43264626 
<400> 1166 

tttgaatgtg tactagatgc tattttttaa actgtagaca ggagataaat a 51 

<210> 1167 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43264626 
<400> 1167 

tgaaaaaggt catgggtgga gagaaccaaa gtaggaagga tcatttgaag c 51 

<210> 1168 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42926989 
<400> 1168 

tcttcggttc ctacgacccc cgaagcagat ttgtgtgggg gaccggcggg 50 

<210> 1169 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number og4292€989 
<400> 1169 

aggccccctg ctgtgtaaca atgtgcccac 



<210> 1170 
<211> 51 
<212> DNA 
<213> Homo 



50 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42 094318 
<400> 1170 

ccaacccctg agcaccccta tcaactccct attgtagtaa 

<210> 1171 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 

<222> (0) . . . (0) 

<223> Accession number cg43 982945 



<400> 1171 

acacatgtca ggctggggca gcagcactct gatcagcacc 

<210> 1172 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

* 

<223> Accession number cg43982945 



<400> 1172 

ggttacaagt ttcctggac. 

<210> 1173 
<211> 51 



50 



51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 925458 
<400> 1173 

tctggacata aatctgccat ttattgaacc attcactaca acaaataaat a 51 

<210> 1174 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980411 
<400> 1174 

agtaggtatc cctccatgcc cttctataat aaatatctgg aaaaaacatt a 51 

<210> 1175 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43971453 
<400> 1175 

ctgtagctgc ctcctgcctt ccgaagcaga aggaatgaaa gatgcacatt 50 

<210> 1176 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971453 
<400> 1176 

gggtgttaat gcccacgtag tggagcctct ggcagatcct gcattccaag 50 

<210> 1177 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) , . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43971453 
<400> 1177 

ccccaaccca tcctgccagg gcaggcctat cttcctgcct ctggaagact 50 

<210> 1178 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43970982 
<400> 1178 

gaccaatgcc ttaattaaag aattttaaaa agttgtaata gagaatattt t 51 

<210> 1179 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0)...(0) 

<223> Accession number cg43970982 
<400> 1179 

ctctaatgtt gtgtgttttt tttttgtgtg tgctggaggg aggggattta a * 51 

31* 
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<210> 1180 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg422013€4* 
<400> 1180 

ttaaaaacaa acaacaaaaa acaaagcaac aaaaaaaaaa attaaaaaaa a 51 

<210> 1181 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg42201364 
<400> 1181 

gctttcatca atgaaccttt tcaaaacttt tctatgattg cagagaagct t 51 

<210> 1182 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42201364 
<400> 1182 

gttttaccta ctccttattt acgacgcaat aaaataacat caatagaatt t 51 

<210> 1183 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 
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<223> Accession number cg422013€4 

<400> 1183 

gacacaataa aataacatca atagattttt aggctgaatt aatttgaaag c SI 

<210> 1184 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg41035069 



<400> 1184 

gctttttttt tttttttttt tttttgggag taagccaggc attaaaagca 50 

<:210> 1185 

<211> 51 

<:212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . (0) 

<223> single nucleotide polymorphism 

<221> mis c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 917054 



<400> 1185 

accgtcttga tcggaaagct cttccgaatc gctaatcagt catttcttca t 51 

<210> 1186 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

c223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917054 
<400> 1186 

gaggatgcaa caaatgtggc caagctatca aaggaaatga gaatgacagc 50 
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<210> 
<211> 
<212> 
<213> 



1187 

50 

DNA 

Homo sapiens 



<220> 

<221> allele 
<222>' (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917 054 
<400> 1187 

cagaagtaga gggggtgggt gcgtaggatg tgtgagtttt gcttttgact 50 

<210> 1188 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43917054 
<400> 1188 

tctcagaagt ccctgtttat tccaattgcc atccagatgt gtgcaatgtg g 51 

<210> 1189 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917054 
<40O> 1189 

gtccctgttt attccaaatg ccatoagatg tgtgcaatgt ggcaaactga 50 

<210> 1190 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26)... <0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42740351 



<400> 1190 

tgaagctaaa aaagacagca gaactcgtat ttttcatcct aaagaacaaa g 51 

<210> 1191 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42740351 
<400> 1191 

gaagctaaaa aagacagcag aactgctatt tttcatccta aagaacaaag t 51 



<210> 1192 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42740351 



<400> 1192 

ctttaaccaa acaatattgc tccatcatga cttagtacaa agtttcaatt t 51 

<210> 1193 

<211> 45 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (20) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968268 
<400> 1193 

ttttaaatat atacaaaggc attttattat taaocaaaga aaggg 45 
<210> 1194 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22X> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991318 
<400> 1194 

aacagcaatt aaaaacaaca acaacacaaa aaaaaacatt cacaacctgt 

<210> 1195 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43 991318 
<400> 1195 

aaaacaacaa caacaacaaa aaaaacattc acaacctgtc acagagtcct 

<210> 1196 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2^6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43938820 
<400> 1196 

tctgcgggag ggaggagcag acgggttagc accgttaatc tcgagggtct 

<210> 1197 
<211> 51 
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<212> DNA 

<213> Homo -sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43938820 



<400> 1197 

gggcgtcttg ctcaggctgg 

<210> 1198 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg3 965 95 1 9 
<400> 1198 

gtgtgtatgt gtgcgtgtgt gtatgtgtgc atgtgtgtgt gtgtgtgtgt g 

<210> 1199 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<2 23> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43278293 



51 



<400> 1199 

tttcctgcct ctgccttgac ccgaagtctt acaggaagac 



50 



<210> 1200 
<211> 50 
<212> DNA 
<213> Homo 



<220> 

<22l> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (26) ' 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg432 78293 
<400> 1200 

ttcctgcctc tgccttgacc cgaagtctta caggaagaca ataaataaat 50 

<210> 1201 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43063256 
<400> 1201 

agagccctga gcoctcaaga actcatgcca gctcagccct acaccagttt c 51 

<210> 1202 
<211> 50 
<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43281450 
<400> 1202 

aatcctcaga agaaagaaag gggcctttgg gttgtttcag gtaaagtaca 50 

<210> 1203 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg432-81450 
<400> 1203 

gtcagttgtt ttttgtfcttt ttttrtccaca etgotctctg gafctogaacc 50 

<210> 1204 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43281450 
<400> 1204 

tcagttgttt tttgtttttt ttttttccac acfcgctctct ggat-tcgaac c 51 

<210> 1205 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43049885 
<400> 1205 

ctcaaagtta ctgacaaaaa ttattctctg ttagtttgag atcattattc t 51 

# 

<210> 1206 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43049885 
<400> 1206 

gtagcctgtg acattaagca ttctcgcaat tagaaataag aataaaaccc a 51 

<210> 1207 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <2€) ... (0) 
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<223> single nucleotide polymorphism 

<221> misc^faature 
<222> (0) . . . (0) 

<223> Accession number cg43933757 
<400> 1207 

gttcaagcga ttcttgtgcc tcagcttccc aagcagctgg gattacaggt g 51 

<210> 1208 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43958722 
<400> 1208 

gaaaccagcc tgggcaacat aggaagatcc tgtctctaca aaaaataaat t 51 

<210> 1209 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958722 
<400> 1209 

ctctacaaaa aataaatttc aaaaattagc cgggtgtcgt ggcacacacc 50 

<210> 1210 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_f e ature 
<222> (0) . . . {0) 

<223> Accession number cg43956185 
<400> 1210 

ttttggagtt ttttagtttt ccaagattta atatggtgct tttaagaaga g 51 
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<210> 1211 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43956185 
<400> 1211 

aaaggagtaa aacaatactt aaaaaataaa ttaagaactg atttaatact a 51 

<210> 1212 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 956185 
<400> 1212 

taaaacaata cttaaaaatt aaattgagaa ctgatttaat actaaagttc t 51 

<210> 1213 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956185 
<400> 1213 

ctaaagttct gaataaaggt gtgcacttta tgattgattc tatctttttg c 51 

<210> 1214 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 945714 
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<400> 1214 

tacccccaac accacccctt gcccaaccaa tgcacacagt agggcttggt g 51 

<210> 1215 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26)* ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945714 
<400> 1215 

aacaccaccc cttgcccagc caatggacac agtagggctt ggtgaatgct g 51 

<210> 1216 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945714 
<400> 1216 

gagtaaataa actcttcaag gccaaagaac agtggtctaa ttcaactctg t 



51 



<210> 
<211> 
<212> 
<213> 



1217 
51 
DNA 
Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43945714 



<400> 1217 

agtaaataaa ctctt-caagg 

<210> 1218 

<211> 51 

<212> DNA 

<213> Homo sapiens 



ccaagaaaca gtggtctaat tcaactctgt g 



51 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



329 



NSDOCID- <WO. 



.01 47944 A^_l_> 



WO 01/47944 



PCT/I2S00/S5498 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4394S714 
<400> 1218 

gtaaataaac tcttcaaggc caagggacag tggtctaatt caacfcctgtg t 51 

<210> 1219 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 945714 
<400> 1219 

ctaattcaac tctgtgtccc agcactggca caccagaagt gccatgctca 50 

<210> 1220 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

• 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4394 7909 
<400> 1220 

cagaaaaaaa tgataataaa tgagagcaca aaacatataa tttaaatttg g 51 

<210> 1221 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947909 
<400> 1221 

agaacacaaa acatataatt taaatctggt attttttccc ccatgatatt a SI 
<210> 1222 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22X> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (O) 

<223> Accession number cg43947909 
<400> 1222 

attcaacagg agctgatcaa ccaagggcag tccatcatca gcgagtatga g 

<210> 1223 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947909 
<400> 1223 

ataaatgagc acagtgcaca ttgtctccac acacctgaat tttcagtcac t 

<210> 1224 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947909 
<400> 1224 

acatctgttc ttggtctttt gtgacacagg ttgaaggggg aggaatagaa a 

<210> 1225 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mis cofeature 
<222> (0) . . . (O) 

<223> Accession number «cg43984382 
<400> 1225 

cagccagtcc tggggctctc agagcagccc -cctccc^rtca gcagctgaag SO 

<210> 1226 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942011 
<400> 1226 

ttttctatga agagccccag atggaagttt ttggggggtg catggcctgc t 51 

<210> 1227 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44 028879 
<400> 1227 

tcttcagtca gagctcgccc tgtaggctct ctgtctgtgc -cctcccctoc c 51 

<210> 1228 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44028879 
<400> 1228 

cttccctctt gggaatgtca aagtggaaga tgcagaaacc -tgggcgaaca a 51 

<210> 1229 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44028879 
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ttataaaaaa taattcacca cttocaagta t 



<400> 1229 

aaatagatat ttaaatgact 

<210> 1230 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44028879 
<400> 1230 

tgcaagatgc agaaacctgg gcgaagaaca cagcctaaag accggctctg g 



51 



51 



<210> 
<211> 
<212> 
<213> 



1231 
51 
DNA 
Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44028879 
<400> 1231 

ctgggcgaac aacacagcct aaagagcggc tctggctgcrc ggcccaggag g 

<210> 1232 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . i0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number -cg44028879 
<400> 1232 

tgactttata taaaataatt caccagttcc aagtataaaa acaaaatctc a 

<210> 1233 
<211> 51 



51 



^3 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44028879 
<400> 1233 

ctttatataa aataattcac cacttgcaag 

<210> 1234 
<211> 51 
<212> DNA 
<213> Homo sapiens 
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tataaaaaca aaatctcaca g 



51 



<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44028879 
<400> 1234 

cacagtgcgt gagccaatgt cctctgttga cttctcagag aacagaaggg g 

<210> 1235 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



51 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg44028879 
<400> 1235 

tgcgtgagcc aatgtcctct cttgagttct cagagaacag aaggggttcc t 

<210> 1236 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> raisc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



51 



<22l> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg44028879 
<400> 1236 

ggttcctgag caggtagcct gggggacacc agaggtggct ctggggctcc 50 

<210> 1237 

<211> 51 

<212> DNA 

«c213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44028879 
<400> 1237 

aggctaagcc ccatatgcaa gttcagtgcc cttccctaag ctgtcggcat c 51 

<210> 1238 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44028879 
<400> 1238 

gctcgttgcc taggcctcag agccagcacc acaggctggc cacaaagtgg a 51 

<210> 1239 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42542496 
<400> 1239 

acactgccga catcagcatt gtctcatgta cagctccctt ccctgcaggg c 51 

<210> 1240 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42542496 
<400> 1240 

agaaatttgc aactcactga ttctcaacat gctcttt^ztc tgfcgataact c SI 

<210> 1241 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42542496 
<400> 1241 

ctttttctgt gataactctg caaagacctg ggctggcctg gcagttgaac a 5X 

<210> 1242 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg42542496 
<400> 1242 

actaaccttg agtcagaaaa cagaggaagg gtaatttcct ttgcttcaaa t 51 

<210> 1243 

<211> 51 

c21.2> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41533258 
<400> 1243 

gtttgactcc cgaacatcac cgacgcgtct ectgttttfcc tgggtggcct c 51 

<210> 1244 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2752665 
<400> 1244 

ggagtggcct ggacctgccc tgggcacact gaccctgata caggcatggc 50 

<210> 1245 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43931046 
<400> 1245 

aacctcttca aagaaatagg agcaaccccc aagaggctta atttaccaat 50 

<210> 1246 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43931046 
<400> 1246 

aattgtatat tcagtttaac agaaaaaaaa gaatatttgt cttaagatgc a 51 

<210> 1247 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43920512 
<400> 1247 

tggcctgggc tgcgaccggg gagcacgact attctttggc cgggtcggtg c 51 

<210> 1248 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43920512 
<400> 1248 

gcctgggctg cgaccgggga gcaagcctat tctttggccg ggtcggtgcg a 51 

<210> 1249 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43920512 
<400> 1249 

gtgtacagtt tttaacttag gtttttaatt ttacaatcat ttctgaatac a 51 

<210> 1250 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43920512 
<400> 1250 

gaataaaaaa tacccagggt tctttgaatg gaataaatat cccttfrtaat a 51 

<210> 1251 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920512 
<400> 1251 

gtaggctggc ctgggctgcg accggcgagc aagactattc tttggccggg t 51 

<210> 1252 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43920512 
<400> 1252 

ggctggcctg ggctgcgacc ggggaccaag actattcttt ggccgggtcg g 51 

<210> 1253 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43927697 
<400> 1253 

agcggggaga agcagaacac cggagcccga ccagccaagg acctacaccc 50 

<210> 1254 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43927*697 
<400> 1254 

cagtaatatg tacagatggc acatgtgcca attfrtatt-tg taaatatagt 50 

<210> 1255 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927697 
<400> 1255 

cagatggcac atggtgccaa ttttagtttg taaatatagt actccaactc a 51 

<210> 1256 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927697 
<400> 1256 

acatggtgcc aattttattt gtaaagtata gtactccaac tcaagtfrtac a 51 

<210> 1257 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957094 
<400> 1257 

ccaaacattt ataatcaaga gatttataat caattatgta ctagaatcat a 51 

<210> 1258 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957094 
<400> 1258 

ccaaacattt ataatcaaga gatttataat caattatgta ctagaatcat 

<210> 1259 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957094 
<4O0> 1259 

actagaatca tattaaagaa aaactatttt gcaaaaataa aatcactttc 

<210> 1260 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957094 
<400> 1260 

aatcatatta aagaaaaact tatttgcaaa aataaaatca ctttccaata 

<210> 1261 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eatuare 
<222> (0) . . . (O) 

■ 

<223> Accession number cg43957094 
<400> 1261 

taaaatacac ttttaaatca atatacggta cttgattaat fcfeccctgaaa t 51 

<210> 1262 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43242733 
<400> 1262 

actggattat tacagcacca aaaaaacttc tctgaagcct ttctccacaa c 51 

<210> 1263 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43242733 
<400> 1263 

tggatttaag ctatgaagcc tcaaacatca cgagataagc atgatggtct 50 

<210> 1264 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism ( 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43951588 
<400> 1264 

aagagttcta aaccaataag aaaaaaggca caatgaagca cacatcccca g 51 

<210> 12«65 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969364 
<400> 1265 

ttaaccaggc gtggggcctc atgcttgcag ttccagccac tccggaggct g 51 

<210> 1266 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43996855 
<400> 1266 

tttcttccat ataaacacag ctttcttttg ccgcaagcat ctgatgacga 50 

<210> 1267 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996855 
<400> 1267 

atgcatactt taaaattcat gataactcat ggaaccccac tatactcact a 51 

<210> 1268 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43143315 
<400> 1268 

ggttacaaac cgtttcaggc cctgctacca cattcactgt ttgaatcttt 50 

<210> 1269 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43143315 
<400> 1269 

ctagtgattc actggggcat tatttgttag aggaccttaa aattgtttat 50 

<210> 1270 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43143315 
<400> 1270 

gatttaggat ctgtggtgca gggcatgttt caaagtttag tcacagctta 50 

<210> 1271 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 
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<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43143315 
<400> 1271 

tgtgaaatta tttttagaat tataattcac gtcttgtcag atttcatctg 50 

<210> 1272 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) (0) 

<223> Accession number cg43143315 
<400> 1272 

agaattataa attcacgtct tgtcatattt catctgtata ccttcaaatt c 51 

<210> 1273 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg34413296 
<400> 1273 

cgctgtgaac atgtccaggc gcggcgcttc tccatcaatt gaagaagaca 50 

<210> 1274 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (O) 

<223> Accession number cg43309495 



345 



-4SDOCID- <WO 01 47944 A2_!_> 



WO 01/47944 PCT/OS00/35498 



<400> 1274 

ttctctocct cctcatctga gacatgcagc agocaggaa-c xract^tgcca 50 

<210> 1275 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923430 



<400> 1275 

agaactgtat aggaagcatg gcgctgggca tctgcfctotg gtgagggcct c 51 

<210> 1276 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43923430 



<400> 1276 

■ 

gaactgtata ggaagcatgg cgctgcatct gcttctggtg agggcctcac 50 

<210> 1277 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923430 
<400> 1277 

ctgatgcaat cacactgtgc tctagcgctg ccctaggagc caggagcggc 50 



<210> 1278 
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<21X> 50 
<212> DNA 
<213>'Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43923430 
<400> 1278 

aggcgctgcc ctaggagcca ggagogcaga tactgcctcc ccttcaaggc 50 

<210> 1279 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43923430 
<400> 1279 

cccacctcta acactgaatg tcacatttga acatgagatt tggaggggac 50 

<210> 1280 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__£eature 
<222> (0) . . . (0) 

<223> Accession number <:g43923204 
<400> 1280 

aaaatgcagg ccctggctca gtcacaagga agggggtgct ccgaggcctt t 51 

<210> 1281 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

» 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923204 
<400> 1281 

tgtgaaggct gtaacaagtt gtagaagctt tttccagaca ttoctatgca a 51 



<210> 1282 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 923204 
<400> 1282 

tggggttgga ggagagatgt ataaaagacc ctcaaaggga aaaataattc c SI 



<210> 1283 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923204 



<400> 1283 

ctgtttaaat gttgtttaac tctcctaccc cgaccaatga atccctacgg a 51 

<210> 1284 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923204 
<400> 1284 

gtttaactct cccaccccga ccaatcgaat occfcacggac cagcagtgcc c si 



<210> 1285 
<211> 50 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg4 3 923204 
<400> 1285 

ctctcccacc ccgaccaatg aatcctacgg accagcagtg ccctgggaga 50 

<210> 1286 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43923204 
<400> 1286 

cgaccaatga atccctacgg accagtagtg ccctgggaga ctgagtaatg a 5X 

<210> 1287 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923204 
<400> 1287 

gcagtgccct gggagactga gtaafccgaaa acatcctgtc aagcttcaag a 51 

<210> 1288 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . <0) 

<223> Accession number cg43 923204 
<400> 1288 

agacctttgg gcagatggga ctctgtagac ccgtgggagc acaaaggact a 51 

<210> 1289 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923204 
<400> 1289 

aaggactaaa aagctgcagg taaccatatt tggtaaccga gaccacacct g 51 

* * 

<210> 1290 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923204 



<400> 1290 

ggactaaaaa gctgcaggta accgtgtttg gtaaccgaga ccacacctgg c SI 

<210> 1291 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43275625 



<400> 1291 

tttcttttta ttgagaacat ctcaagtcct ttgtctgtat ttgacagcgt c 

<210> 1292 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 



350 



INSOOCID: <WO. 



0147944A2J_> 



WO 01/47944 



PCT/USOO/35498 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43318865 
<400> 1292 

gagacccctg gaggggctgg agtttatcca gcgcctcgtc gtatgtttgg 50 

<210> 1293 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43318865 
<400> 1293 

tatgtttggc tgagcacctg tggccctggg tgcaggttaa cttcttgtta t 51 

<210> 1294 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg41626024 
<400> 1294 

tgggacttag aacaccgocg coccctgocc cacctttcct ttccttcctg 50 

<210> 1295 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . <26) 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967318 
<400> 1295 

ggcacagtgc tgggaacact aggcccttcg ggacaaacca gggccttaag 50 

<210> 1296 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43967318 
<400> 1296 

gcacagtgct gggaacacta ggcccttcgg gacaaaccag ggccttaagg SO 

<210> 1297 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967318 
<400> 1297 

ggaaggcaca taactgggac aggcctggcg gggagtattc agaagccaag 50 

<210> 1298 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967318 
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<400> 1298 

gcacataact gggacaggcc ctggocggga gtattcagaa gccaagtggg t 51 

<210> 1299 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44033747 
<400> 1299 

atctgtaatc acatttctga gtgttctoct ctttttctgt gtgaggtttt t 51 

<210> 1300 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg44033747 
<400> 1300 

tgttttcctc tttttctgtg tgaggttttt ttttttttaa tctgcattta 50 

<210> 1301 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f mature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number <;g44033747 
<400> 1301 

tt<:tgtgtsa ggtttttttt tttttaatct gcatttatta gtattctaat 50 
<21-0> 1302 
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<211> 50 

<212> DNA 

<213> Homo sapiens 



PCt/USDO/35498 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 314766 

. 

<400> 1302 

gctaaatgca actgttcctt ttctaaaaat tattatcctg caaaagtagc 50 



<210> 1303 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918671 
<400> 1303 

acaataagta gctttttgtc ttacacatta gtgcactgaa acaaaatact a 51 

<210> 1304 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918671 
<400> 1304 

gctcccagga aatttcagaa aaaaaatata taatcttcta attcaaaagt SO 



<210> 1305 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> {26) . . . (O) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918671 
<400> 1305 

ggttaaataa aacaagtcjag agaccgttta cttacatcag ttcggtttat a 51 

<210> 1306 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43996714 
<400> 1306 

tcattcatgc ttcttttatc ctcttgcttt agaagttcac agtgttatat a 51 

<210> 1307 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4399€714 
<400> 1307 

tattatccag aataaacttc tgtacatatt aaattcttca agtatatctag 51 

<210> 1308 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43330439 
<400> 1308 

gctgaccctg tgtgagggca aagggctttt -ttttgcagga acagtggttt a 51 

<210> 1309 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43330439 
<400> 1309 

tgaccctgtg tgagggcaaa gggttctttt ttgcaggaac agtggtfctat t 51 

<210> 1310 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . CO) 

<223> Accession number cg43330439 
<400> 1310 

cctgtgtgag ggcaaagggt tttttgttgc aggaacagtg gtttattgac c 51 

<210> 1311 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43330439 
<400> 1311 

ctgtgtgagg gcaaagggtt tttttctgca ggaacagtgg tttafrtgacc a 51 

■• ■ 

<210> 1312 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . i0) 

<223> Accession number cg432€4442 
<400> 1312 
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tacttgtgct ctgctgagaa tgtacggttt gcattaaaca tcccaggtct c 



PCT/US00/35498 

51 



<210> 1313 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 
<400> 1313 

tctgtcttac tctgtcaccc aggctggagt gcagtggcgc gatctcagct c 51 

<210> 1314 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_feature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 
<400> 1314 

ctgtcttact ctgtcaccca ggctaaagtg cagtggcgcg atctcagctc a 51 

<210> 1315 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 
<400> 1315 

tgtcttactc tgtcacccag gctagggtgc agtggcgcga tctcagctca c 51 

<210> 1316 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> i2€) ... (0) 

<223> single nucleotide polymorphism 
c221> misc_ feature 
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<222> (0) . . . <0) 

<223> Accession number cg4 325 9523 
<400> 1316 

ccaggctaga gtgcagtggc gcgatttcag ctcaotgcag ccbtgacctc c 51 

<210> 1317 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 
<400> 1317 

caggctagag tgcagtggcg cgatcccagc tcactgcagc ottgaoctec t 51 

<210> 1318 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 
<400> 1318 

gctgggatta cagggatgag ccaccgtgcc tggctgggta tttatattat c 51 



<210> 1319 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 
<400> 1319 

gttacatagt aggcaatttt tatccgtact btatagattc aactctaagt 50 

<210> 1320 
<211> 50 
<212> DNA 
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<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . ,<26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . i0) 

<223> Accession number cg43259523 
<400> 1320 

aaatattcaa tacagtgttg gatatctgtc atgcactatt tttcagttga 50 

<210> 1321 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 
<400> 1321 

tggatattct gtcatgcact attttcagtt gacaatttct gtattttaat 50 

<210> 1322 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 
<400> 1322 

tactgtttct tcagtcatgg ttattagcac tttatcctga ataataattc a 51 

<210> 1323 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 
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<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg4 32 59523 



PCT/eSOO/55498 



<400> 1323 

ttattgcact ttatcctgaa taatagttca 

<210> 1324 

<211> 51 

<212> DNA 

<213> Homo sapiens 



gaaattgggt tttggttcag t 



51 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 
<400> 1324 

gaatgaggga gagaaggggg ctgtacagtt tgaaaaagca tabtcaatat t 



<210> 
<211> 
<212> 
<213> 



1325 
50 
DNA 
Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 



<400> 1325 
ctattgtttt 

<210> 1326 
<211> 50 
<212> DNA 
<213> Homo 



gcaatatagg ttataacagg caaaatgcaa taaaatatat 



50 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg43259S23 
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<400> 1326 

tattgttfrtg caatataggt tataacaggc aaaatgcaat aaaatatata 50 

<210> 1327 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 



<400> 1327 

ttttgcaata taggttataa acaggaaaat gcaataaaat atatatctgg 50 

<210> 1328 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43057018 



<400> 1328 

atttgatgaa ccaaggaaag ccatgagttt aaacaaatat ttacatttaa t 51 

<210> 1329 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg430570l8 
<400> 1329 

ctgttatata tatgaatatt ccctacgtta aataataata ataactagtg t 51 

<210> 1330 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44016790 
<400> 1330 

ccatcttgag ccatgtcccc cagcctggca tgggtgcact gtaaacgcca 50 

<210> 1331 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44016790 
<400> 1331 

agccatgtcc cccagccatg gcatgcgtgc actgtaaacg ccaatcgggg g 51 

<210> 1332 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44016790 
<400> 1332 

gccatgtccc ccagccatgg catggctgca ctgtaaacgc caatcggggg g 51 

<210> 1333 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg300038S 
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<400> 1333 

aacagagtga actgagcatc agtcacaaaa agtctatgtt tgcagaaata c 51 

<210> 1334 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg300O385 
<400> 1334 

tgtttgcaga aatacagatc caagagaaag acaggafcggg cactgctgga a 51 

<210> 1335 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923979 
<400> 1335 

tatcttgttt ggatacatct ttcatgagga ctctgccaca tccatacttt g 51 

<210> 1336 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923979 
<400> 1336 

cttgtggtga gagaggataa aatgtgatat aatttgttat tcaaagaaca t 51 

<210> 1337 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number <og43923979 
<400> 1337 

aatacctgct gttgctttag aaa-tcatttt oogttatgaa tagt^caggtc t 51 

<210> 1338 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923979 
<400> 1338 

gctgttgctt tagaaatcgt tttcctttat gaatagtcag gtofctgcagt a 51 

<210> 1339 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43923979 
<400> 1339 

atcaaaacaa actaacagta aatgtgtatt atatgcttta attttataca t SI 

<210> 1340 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43998926 



<400> 1340 

tgacccagac agggatatca ttgotaaaaa aaaaaaatcc ccfctgtgacc 50 

<210> 1341 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f«ature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998926 
<400> 1341 

ggatat-catt gctaaaaaaa aaaaatcccc ttgtgacctg ggtacatttt 50 

<210> 1342 

<211> 51 

<212> DNA 

<213> Homo sapiens 

» 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998926 
<400> 1342 

gatatcattg ctaaaaaaaa aaaaaatccc cttgtgacct gggtacattt t 51 

<210> 1343 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22X> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998926 
<400> 1343 

aagggccaaa ggaggccatg agttgctttg gttgtgggga cagagggtaa 50 

<210> 1344 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43 998926 



PCT/BS00/S5498 



<400> 1344 

gagaagggag aggaagacag 

<210> 1345 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948373 



<400> 1345 

aacatccctt aatttgaggt gttcctgcag ctgtttttgg agaagacaaa g 



51 



<210> 1346 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948373 
<400> 1346 

atttgaggtg ttccagcagc tgtttctgga gaagacaaag 

<210> 1347 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948373 



51 



<400> 1347 
agctgttttt 



ggagaagaca aagaagatta aagttttccc tgaataaatg c 



51 



<210> 1348 
<211> 51 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 948373 
<400> 1348 

taaagttttc cctgaataaa tgcatcatta tgactgtgac agtgactaat c 51 

<210> 1349 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43255016 
<400> 1349 

aatatcatca ttggctctga aatgcatcta aagatgtcat tcttaagtca a 51 

<210> 1350 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43255016 
<400> 1350 

agtcaaaaaa tacgtagtaa gaatgaacaa gaaagaaaaa aatataaaaa c 51 

<210> 1351 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43255016 
<400> 1351 

atacgtagta agaatgtaca agaaaaaaaa aaatataaaa acaagtctgc t 51 
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<210> 
<211> 
<212> 
<213> 



1352 

51 

DNA 



Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941594 
<400> 1352 

ccgaggaccg cccttggagt ggcacttgtt gagaggatgg cctgcataga t 51 

<210> 1353 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 941594 
<400> 1353 

tgtcttgtta cctctgagcc ttgacaaagg catattctga caactaacga a 51 

<210> 1354 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941594 
<400> 1354 

tgtggatgcc atggggccat gctgtgtcaa aagttaaatg aaaaaocaca SO 

<210> 1355 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 
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<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43941594 
<400> 1355 

tcattcagat atttgttcca tattacagga gggtggatcc tagcaaggca a 51 

<210> 1356 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43941594 



<400> 1356 

gctacttact agacaccaca attagttaca gccctttata tatcttttaa 50 

<210> 1357 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43991070 



<400> 1357 

ggggtcagca attccattct ctctcccggc tcagttcaga agctgtgatg 50 

<210> 1358 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (O) 

<223> Accession number cg44000219 
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<400> 1358 

agcgcaggct ctgagagccg ggacgagtac agctatgtgg tggtgggcgc g 51 

<210> 1359 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43104003 
<400> 1359 

aaatgttacc ttttagttca cactcttaat cccttagtcc ccataaaata a SI 

<210> 1360 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

c223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43104003 
<400> 1360 

aagaaatctt tggcctattt caccacgtct ccagcattgc ataacagaca t 51 

<210> 1361 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43104003 
<400> 1361 

agtagtctgt ttcaggagtc tgcatagggt cctgtgagag ccttgtccac t 51 

<210> 1362 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 
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<221> mi sc_feat ure 
<222> (0) . . .<0) 

<223> Accession number cg43990226 
<400> 1362 

acacatgagc tgtggctgca tttcatacag aagctgacac atctcgcagg a 51 

<210> 1363 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43990226 
<400> 1363 

aagatgggag cagctggggg atgctcagca cagtagcctg cctataggac 50 

<210> 1364 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43990226 
<400> 1364 

atgctccagc acagtagcct gcctacagga ctcctctggc tccctcagtc c 51 

<210> 1365 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43300900 
<4O0> 1365 

cttggtctgc gctccagcgt gggcccggct gtgcaggcac gaggtgtcca t 51 
<210> 1366 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44029571 
<400> 1366 

cccaatggag actttctgat gcatcatttt ctttgctgtg ocaaagcagg t 51 

<210> 1367 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44029571 
<400> 1367 

agccaccggc aacaagaaga cccactgacg gagctgcagc gcctcctgga 50 

<210> 1368 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918191 
<400> 1368 

ctgccatgac tcacaggcaa aggagcaggt ctgccacctg cgctgccgct 50 

<210> 1369 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<223> single nucleotide polymorphism 
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accaagtcca aatgagaaga c 



<22l> misc_ 
<222> (0) . (0) 

<223> Accession number cg43 918191 
<400> 1369 

ggctgctgtt tcactgagac aggacaaacc 

<210> 1370 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979957 
<400> 1370 

actttattaa agttactttt ccagaaaatt cagtaaatat ggtaatatag g 

<210> 1371 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<2 23> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43937259 
<400> 1371 

ccccctggaa agtgatcccg gcatcggaga gccaagatgc cggcccactt g 

<210> 1372 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44000579 
<400> 1372 

cttacagcca tttectgaat ggctgctgcg ctttccctct gtcatctcct t 

<210> 1373 
<211> 51 



51 



51 



51 



51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44000579 
<400> 1373 

cgccgacctt tttttttttt tttttatttt aattatgatc aacttttatt g 51 

<210> 1374 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis c_f eature 
<222> (0) , . . (0) 

<223> Accession number cg43291836 
<400> 1374 

tctaaagtgc cagtattatt tacacttttt ttttttttta gccaaaagtc 50 

<210> 1375 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg40993080 
<400> 1375 

aagtttattt ggtatctttg gaaaggaaat tataaagatt cgtctgggaa a SI 

<210> 1376 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22X> mi-sc feature 
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<222> (0) . . . (0) 

<223> Accession number cg43926092 
<400> 1376 

tttttttttt tttttttttt tttttatttt tcttcttata ttctacttta t 51 

<210> 1377 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439€2927 
<400> 1377 

gatgctgagg ctgtggggca gcttttcccg ggacaaccac gtgggagagc c 51 

<210> 1378 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg439€2927 
<400> 1378 

gctgtggggc agctttcccg ggacagccac gtgggagagc cggctcacct g 51 

<210> 1379 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43962927 
<400> 1379 

cccgggacaa ccacgtggga gagccagctc acctggtccc cacggtgagg c si 

<210> 1380 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439€2927 
<400> 1380 

cacggtgagg cgcaacaagg aggggttggc acaggccagg caoctttata a Si 

<210> 1381 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43962927 
<400> 1381 

accttcccca ggatccagag gctggggtgt ggttttgggc ggggagtgag g 51 

<210> 1382 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43962927 
<400> 1382 

ccttccccag gatccagagg ctggaatgtg gttttgggcg gggagtgagg g 51 

<210> 1383 

<211> 51 

<212> DNA 

<213> Homo sapiens 

m 

<220> 

<221> allele 
<222> (26) . . . (0) . 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43962927 
<400> 1383 

tggagtgtgg ttttgggcgg ggagtaaggg gaagggacgt gcatttocca a -51 

<210> 1384 
<211> 50 
<2X2> DNA 
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<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968816 
<400> 1384 

ttctgagatg cgcacgaggg aggaattgct tagtccacca tcaagagcct 50 

<210> 1385 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43968816 
<400> 1385 

tagctttagt caaaaaaaac aaaatgcatg aatgcaggaa tgtgtacagg t 51 

<210> 1386 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . , . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968816 
<400> 1386 

cgaagcgcag cattaattga agtgagaagt aaagaaacgc tttgtagccg c 51 

<210> 1387 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 
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<400> 1387 

agccgctcgg atttccttag gggacggcaa gfecaatgctt afccagcggtc c SI 

<210> 1388 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 968816 
<400> 1388 

tcggatttcc ttaggggaca gcaagacaat gcttatcagc ggtoobcaga a 51 

<210> 1389 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele" 

<222> (26) ... (0) 

<223> single nucleotide .polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968816 
<400> 1389 

gacccatctg actcagtcta ttaaagcctg aaggaaggat actcttcaga t 51 

<210> 1390 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44129390 
<400> 1390 

caccaataca cataaatggg ggaggaaaag ctatgaaact gtatagggct g 51 

<210> 1391 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <2€) . . . (0) 
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<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44129390 
<400> 1391 

caatacacat aaatggggga ggaaaagcta tgaaactgta tagggctgta t 51 

<210> 1392 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44129390 
<400> 1392 

tctgaataca tgttaaaaaa aaaaatcaaa aggaacgcag aagtgctagc 50 

<210> 1393 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44005808 
<400> 1393 

cgtgtaaacc aaagccctaa aatt<:a<:tgc gttgtccaca agacagaagc 50 

<210> 1394 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc__feature 
<222> (0)...(0) 

<223> Accession number cg440O5808 
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<400> 1394 



<210> 1395 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg4400S808 
<400> 1395 

caatcacaac actggctgag cggatcatct ggggatgagg ttgcttacta SO 

* 

<210> 1396 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44005808 
<400> 1396 

tattgtcatt aaaggtatca cggtcccacc tggcattcct tctgaccaca 50 

<210> 1397 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2<6 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43258220 
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<400> 1397 

aaaatcagat ccgaggcttg tttttccttg tctagatatg ttttaaaaga 50 

<210> 1398 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_JEeature 
<222> <0) . . . (0) 

<223> Accession number cg43094267 
<40O> 1398 

■ 

acagaagaaa ctacgcaaaa aaagtttgaa gtcatgcaaa ctcctacttt a 51 

<210> 1399 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950470 
<400> 1399 

attttaactt agagcttttt ttttttaatt ttgtctgccc caagttttgt g 51 

<210> 1400 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931615 
<400> 1400 

agacacctga gctcactggt gaactttgct tcaagtcctc ctgcaaagca c 51 

<210> 1401 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



381 



ISDOCID- <WO 0147944A2_I_> 



WO 01/47944 



PCT/US00/35498 



<22l> mis cofeature 
<222> (25) . . . {26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43931615 
<400> 1401 

tttctcgctc atactagcct ttcatcctcg gcaocaccat caatcccaca *50 

<210> 1402 
<:211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 962830 
<400> 1402 

tcttctgatc acagatggag tggaatgagt tgaaaatgcc ttctagaate c SI 

<210> 1403 
<21X> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 1403 

catctcatct catggtatac tcctttcaca caaaacattc aaactacttt t 51 

<210> 1404 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 1404 
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aaccattagc attctcagtg tgcatctcac ggcaaaggct taggcgccgc 

<210> 1405 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 1405 

gcatgctcac ggcaaaggct taggccgccg ctcggaaggg cgggtaccag t 51 

<210> 1406 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 1406 

gtccagggtc acccacatac catgccacca cgggtgctat gccgcttctt a 51 

<210> 1407 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971682 
<400> 1407 

tttttgtctt tattgacttt atttttagtt tttgtacata aagaaaaatc a 51 

<210> 1408 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (2€) . . . (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<222> (25) . . - (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917883 
<400> 1408 

tgtttggaac aggagaattt tttttccttt ttatttcttt attttttctt 50 

<210> 1409 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917883 
<400> 1409 

caaagtgtac caattttttt tttttactgt gcttcaaata aatagaaaaa SO 

<210> 1410 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

m 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917883 
<400> 1410 

catgagagtg tctaggcctt tgaatgcata tgccatttct gggaaatgca 50 

<210> 1411 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__ feature 
<222> (25) . . . (26) 
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<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917883 
<400> 1411 

gcggcctcca cgacttccgt tctccgccgc ccggcatggg cctcaatcag 50 

<210> 1412 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number xsg43967456 
<400> 1412 

cattcgttca ttcctggcta tctagaaaaa aaaaagtcag tggtatgcct t 51 

<210> 1413 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43967456 
<400> 1413 

attcctggct atctagaaaa aaaaaagtca gtggtatgcc tttatacttt t 51 

<210> 1414 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> <0) . . . (0) 

<223> Accession number cg43967456 
<400> 1414 

gctatctaga aaaaaaaagt cagtgatatg cctttatact tttacctgtt a 51 

<210> 1415 

<21l> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2*6 

<221> misc_ f eature 
<222> (0) ... (0) 

<223> Accession number cg43 967456 
<400> 1415 

ttgttaatgt atgtagactt aaaagttttt ttfrtttgtaa aacfctgaggt 50 

<210> 1416 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43 967456 
<400> 1416 

gtagacttaa .aagttttttt ttttttgtaa aacttgaggt ttttgtattt t SI 

<210> 1417 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43967456 
<400> 1417 

tagtactgtg aaatctatgt agttaaatct caataaagaa atcat-bfctgg a 51 

<210> 1418 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg44031794 
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<400> 1418 • 

ccgatctcag ccttgctgat catcttgtac agcagcagaa aatgaccatg t 51 

<210> 1419 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43930612 
<400> 1419 

gaggtagagc gggcgcgcgg cagcgcgggg attactttgc tgctagtttc 50 

<210> 1420 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) (0) 

<223> Accession number cg43930612 
<400> 1420 

gctgctagtt tcggttcgcg gcagcgcggg tgtagtctcg gcggcagcgg 50 

<210> 1421 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> tO) . . . (0) 

<223> Accession number cg43933275 
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<400> 1421 

agcaccacct gcctctggga ataggctcac 



ccgcgccgag aggtotggag 



50 



<210> 1422 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43933275 



<400> 1422 

ggggagggga ggtagtatgg 



ggaaaccctg tgctctaccc tctggcctgg 



50 



<210> 1423 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43281802 



<400> 1423 

gagatttctt tttccaggcc caggctgtga aaaacgatgg ctaagtgtta 



50 



<210> 1424 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4393S4S7 
<400> 1424 
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50 



<210> 1425 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43973273 
<400> 1425 

ccatggaaat gataaggaat caaattttct gcatcagtaa ttttaataaa g 51 

<210> 1426 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (20) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955901 
<400> 1426 

tttttttttt tttttttatt tttgtaaatt ttacttaggc catca 4 5 

<210> 1427 

<211> 49 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (24) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43955901 
<400> 1427 

tttttttttt tttttttatg tttttaaatt ttacttaggc catcatttt 4 9 

<210> 1428 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> <25) . . . i&6) 

<223> Nucleotide deleted between bases 25 and ^6 

<22l> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg44922718 
<400> 1428 

catacttatc aagcagttgc agatatgaaa cattatxagc tatcaataat BO 

<210> 1429 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2*6 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44922718 
<400> 1429 

ttggcacttt cacttttgtt tataaatttc caatacactg taocacagtt SO 

<210> 1430 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0> 

<223> Accession number cg44922718 
<400> 1430 

tggcactttc acttttgttt ataaatttcc aatacactgt accacagtta 50 

<210> 1431 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_£eature 
<222> (2S) . . . <2€) 
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<221> mi sc_ feature 
<222> <0) . . . <0) 

<223> Accession number cg44922718 
<400> 1431 

cacttttgtt tataaaattt ccaatcactg taccacagtt atgtgtctaa 50 

<210> 1432 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

< 2 2 1 > mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg449227l8 
<400> 1432 

cttttgttta taaaatttcc aatacctgta ccacagttat gtgtctaaac 50 

<210> 1433 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44922 718 
<400> 1433 

aggatgttaa tggagtaatg actgtctact ggccaggcga tgggatcagt 50 

<210> 1434 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 2 1 > misc^feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 



391 



NSDOCIO <WO 0147944A2_L> 



WO 01/47944 



PCT/tfSOD/35498 



<221> mi sc_f mature 
<222> (0) . . . (0) 

<223> Accession number cg44922718 



<400> 1434 

cgatgggatc agtagtgaat tcagtcttaa aaacaaatgt acaaacct«ct 



50 



<210> 
<211> 
<212> 
<213> 



1435 

51 

DNA 

Homo sapiens 



<220> 
<221> 
<222> 
<223> 



allele 
(26) ... (0) 

single nucleotide polymorphism 



<221> 
<222> 
<223> 



misc_feature 
(0) . . . (0) 

Accession number cg44922718 



<400> 1435 

gaattcagtg cttaaaaaca aatgtgcaaa cctctgaaga ggfcgggactc c 



51 



<210> 1436 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44922718 
<400> 1436 

tcagtgctta aaaacaaatg tacaacctct gaagaggtgg gactccatgt 50 



<210> 1437 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44922718 
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<4O0> 1437 

caaatgatga agaatcrggcc atggcagcat gcagcattat ttccattgtc 50 

<210> 1438 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43931745 
<400> 1438 

gcctgggcag tagggagaac tacccgctat ctctccaggt acatcccagc t 51 

<210> 1439 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43931745 
<400> 1439 

gtgtgaatgg ggagctgggc agaggaggct gttcagaaga tgccccctcc 50 

<210> 1440 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439207S0 
<400> 1440 

ctgccgcgac ccggactgog cgccacaccc ccctgocgac agctocgtca 50 

<210> 1441 
<2ll> 51 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43918693 
<400> 1441 

ggggacgagt tgataagctg ggcggtgggg ggggggtcca ctgtcacttg a 

<210> 1442 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



51 



<221> mi s c_ 
<222> (0) . . . (0) 

<223> Accession number cg4 3 918693 
<400> 1442 

gatttttttc tatacaggga ggtttaaaaa aaatacttga acagtttgcc 

<210> 1443 

<211> 51 

<212> DNA 

<213> Homo sapiens 



50 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

♦ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 918693 
<400> 1443 

ttctcatatt tttttaggtg taaaaaaaag attcagtaat tttaactcag a 



51 



<210> 1444 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg43 920744 
<400> 1444 

gacaacacaa cttaaaaatg aacttccttc cattccctaa agttgcatgt t 51 

<210> 1445 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43920744 
<400> 1445 

aatgaactta cttccattcc ctaaaattgc atgttgaatg aacagaatcc c 51 

<210> 1446 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920744 
<400> 1446 

gcaggcacca aattaaaaaa aaaaaaggga gggctcatga gcataagaaa c 51 

<210> 1447 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 920744 
<400> 1447 

gcaggcacca aattaaaaaa aaaaaaggga gggctcatga gcataagaaa c 51 

<210> 1448 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and -26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920744 
<400> 1448 

tttttgttta aaaaggcttt attcattttt gatcagggaa aaggacaatc 50 

<210> 1449 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920744 
<400> 1449 

tttaaaaagg ctttattcat ttttttgatc agggaaaagg acaatctcaa t 51 

<210> 1450 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43144895 
<400> 1450 

tgagcccact gtggtgctcc tgcagctgag ocacaactgc tggacat^aca 50 

<210> 1451 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> tO) . . . <0) 
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<223> Accession number cg43327954 
<400> 1451 

aactgaagca ggccttgaag ccttgccccc ttgaggacaa gaaacccgag g 51 

<210> 1452 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43327954 
<400> 1452 

actgaagcag gccttgaagc cttgttccct tgaggacaag aaacccgagg a 51 

<210> 1453 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936210 
<400> 1453 

taaaatcagt ggtggaagag ccgaagttcg tatgagcgag gatgattccc 50 

<210> 1454 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439362l0 
<4O0> 1454 

aaaatcagtg gtggaagagc cgaagttcgt atgagcgagg atgattccca 50 
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<210> 1455 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936210 
<400> 1455 

caactttgtc agcagcagaa ccggaggagc cgcaatgtac gccacaccac 50 

<210> 1456 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 936210 
<400> 1456 

acttcatcga aagcacttgt ggatgtgtct aagccaccaa tagtttgcct 50 



<210> 1457 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43946971 
<400> 1457 

agcagtttgc catggagagc ttgggcctgc acacggtgac ccttagtgat g 51 



<210> 1458 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917203 
<400> 1458 

tcatcttaga aaggtctggt cgcatctacg ggcccgcttc ttgctgctct 50 

<210> 1459 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 980504 
<400> 1459 

cacagaacta ttgtaaaaca atattctcag tcggtgatca ttgtaatata c 51 

<210> 1460 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43299462 
<400> 1460 

aactgcagaa agggcattta aaagtttttt tcataaataa cgaatatcac a 51 

<210> 1461 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg432994-62 
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<400> 14*1 
ttagttttcc 

<210> 1462 
<211> 50 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



PCT/USOO/35493 



ttccattttt ttttt-tcttt ttaaaaaggt ccatt<:aact t 51 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43971258 
<400> 1462 

agagaaagaa aaccaaaaga agtccgctac agtgacctgc aacgcgcgca SO 

<210> 1463 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971258 
<400> 1463 

taaagaacaa tacttttttt ttttttcaca agtgtttaaa aatcgtbtat t 51 



<210> 1464 

<211> 51 

c212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43971258 
<400> 1464 

cagaaagtca ccttcctgta aaaaaaggta caaaacctat atactctatt a 51 



<210> 1465 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> miscJEeature 
<222> (0) . . . (0) 

<223> Accession number cg43971258 
<400> 1465 

aagaccagct ctgccgccgc cttggatagt ttggagagca gccactcctt 50 

<210> 1466 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43971258 
<400> 1466 

tccttccaca cctccacgct ctgaagagac cttagaactt gggggtgggg t 51 
<210> 1467 

<211> 51 * 
<212> DNA 

< 2 1 3 > Homo s api ens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949306 
<400> 1467 

ctt-ctctatt tacaatctga agaatctctc ctttggaaaa cttcaatcct g 51 

<210> 1468 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> {0) ... (0) 

<223> Accession number cg43947402 
<400> 1468 
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cttttgaagg aaaaggcaga ggcattttta <cafctat<X3ca gaaaacagaa t SI 

<210> 1469 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972836 
<400> 1469 

ggagctgctg agttctggac acagcatttc tttcccagaa tgagao£ggc t 51 

<210> 1470 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43932l50 
<400> 1470 

accgccttct catcgctcct ggaagtcccg agcgcgacac catgtcggag 50 



<210> 1471 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923118 
<400> 1471 

gctgctccat ggtgaaaacc gacagccgcc gaggcacgct ccgggctocg 50 



40 



<2X0> 1472 
<211> 50 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923H8 
<400> 1472 

ggtgaaaacc gacaggccgc cgaggacgct ccgggctccg agctgggggc 50 

<210> 1473 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923H8 
<400> 1473 

ggcacgctcc gggctccgag ctgggtgcga ggtcaggaag gagga 45 

<210> 1474 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

< 2 2 1 > mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42184167 
<400> 1474 

caggtgoagc aaggaccggc tcccttcact ggggaacgaa acaggccatc 50 

<210> 1475 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 
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<223> single nucleotide polymorphi sm 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439S8656 
<400> 1475 

ttttttggtg aagtactgaa cttgcctttt tttccggttt ctacatgcag a 51 

<210> 1476 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958656 
<400> 1476 

cgtttccagc ccccaatctc agagccgagc cgacagagag cagggaaccg g 51 

<210> 1477 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43958656 
<400> 1477 

ggagccgaca gagagcaggg aaccgcatgg ccaaagccgc ggcgatcggc 50 

<210> 1478 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and ^6 

<221> ndsc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44017749 
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<400> 1478 

cgttttaata atttttgctg aattctttac aactaaataa cacagatatt 50 

<210> 1479 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . {0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43982507 
<400> 1479 

acaaataata cccccgtcgg aatggaaccg agccagcagc tgaagtctct 50 

<210> 1480 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43982507 
<400> 1480 

cctcccagcc cccaccttct toctctttcg gaagggctgg taacttgtcg 50 

<210> 1481 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982507 
<400> 1481 

cggcggcggc ggcggcggcg gcggcgaoca tocaggcggg caccatgggc a 51 
<210> 1482 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43982507 
<400> 1482 

cggcggcggc ggcggcggcg gcggcgacca tccaggcggg caccatgggc a 51 

<210> 1483 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43965833 
<400> 1483 

gtttggttgc tgggggggct tttttgggtt ttggggcatt tgttttttgt a 51 

<210> 1484 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43965833 
<400> 1484 

gtttatatgt gtatgtgtgt gacaggaaaa tctgtagaga agaggcacat c Si 

<210> 1485 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965833 
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<4<K>> 1485 

aaaagccttt ggaaatctgg 



<210> 1486 
<211> 51 
<212> DNA 
<213> Homo 
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afccaggaaat agataccatg gtfrtgtgcaa t 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg43965833 
<400> 1486 

ttggcttaag tcagaacaac tggcccaaat -tgaagtcata tttgaggggg g 

<210> 1487 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



51 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg43965833 
<400> 1487 

tggcttaagt cagaacaact ggccacaatt gaagtcatat ttgagggggg a 



51 



<210> 
<211> 
<212> 
<213> 



1488 
51 
DNA 
Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43965833 
<400> 1488 

ctggccaaaa ttgaagtcat atttgtgggg ggaaatggca tacgcaatat t 

<210> 1489 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis c_feature 
<222> (25) . . . (2-6) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43 965833 
<400> 1489 

gaagtcatat ttgagggggg aaatgcatac gcaatattat afctatattgg SO 

<210> 1490 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44007516 
<400> 1490 

taataaaaat aactggagca gagaagcttt aggagttata ccattagttc 50 

<210> 1491 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945212 



<400> 1491 

tgtcctgtgt ctatgtacct ctagctgttc ttttttgtac ttttctggtt 50 

<210> 1492 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . <0) 

<223> Accession number cg43945212 
<400> 1492 

gtocccttcc cctcocctcc cggcgcaaag ccccccgaaa ccaacaaagc t 51 

<210> 1493 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43945167 
<400> 1493 

tgctaccacc accaagccct gtgtcacgac ggcagcggct gcagtcacca g 51 

<210> 1494 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43945167 
<400> 1494 

gacacccgtg ccagccccag ccacctgacg gcgggctgtc cacggaaatg 50 

<210> 1495 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43945167 
<400> 1495 

cttccctgcc gggctgggct ccccagtgcc ttcagagttc gttgtgccga g si 

<210> 1496 
<2ll> 50 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg38775224 
<400> 1496 

tggtaaccac agaattaata actgtctacc ctgacaagct atatacatgt 50 

<210> 1497 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43262939 
<400> 1497 

ccttcaatag catgtcaagt ggagtaaaaa aagaatttgg ccatgaattt g 51 

<210> 1498 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) . 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43918531 
<400> 1498 

gaatgatttt gaagattgat gacatccgta agcctggaga atctgaagaa t 51 

<210> 1499 
<211> 51 
<212> DNA 

<213> Homo sapiens % 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 



410 



01 47944 A2 I > 



WO 01/47944 

<223> Accession number cg43918531 



PCT/US00/35498 



<400> 1499 

taagtaaatg gatgtctcgt gatgcatcta cagttattta ttgttacatc c 

<210> 1500 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918531 
<400> 1500 

caaagctgtg taatcgtggg ggtaccatct caactgcttt tgtattcatt g 

<210> 1501 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43944783 
<400> 1501 

tttttttttt tttttttttt tttttttaac cacgcccaac tggcttgttt t 

<210> 1502 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25).. .(26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_f eature 
<222> (0) . . . <0) 

<223> Accession number cg43984905 
<400> 1502 

ctaggctgga ggaagccagt ggggtccccc tgagtgggct gggccctctg 

<210> 1503 

<211> 51 

<212> DNA 

<2l3> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984905 
<400> 1503 

tggaggaagc cagtggggtc cccccctgag tgggctgggc cctotgrtecca c 51 

<210> 1504 

<211> 50 

<212> DNA 

<2i3> Homo sapiens 



<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43984905 
<400> 1504 

cacatgtggg gacagggctg gtgtgctgct cccagcctct tgctcagagc 50 

<210> 1505 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43984905 
<400> 1505 

gtccttcatt ccgttaggaa taacaatgca gccctctcca acctccggcc a 51 

<210> 1506 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 



<220> 
<221> 
<222> 



allele 
(26) . . . (0) 
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<221> mi sc_ feature 
<222> (O) . . . (O) 

<223> Accession number cg43984905 



<400> 1506 

actgcagccc tctccaacct ocggcagcga gtggtcaagg atttttataa 50 

<210> 1507 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43274299 
<400> 1507 

ctgctcagac ctgtgacccc ggcggacccc catgtcctcc gctccgcccg 50 

<210> 1508 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg432 74299 



<400> 1508 

gtcccccggg gctcccggtc ctctggcatg tctcaggctg agctccctcc c 51 

<210> 1509 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43274299 
<400> 1509 

ggggctcocg gtcctctgca tgtcttcagg ctgagctccc t-cccccgcgg t 51 
<210> 1510 



413 

MSDOCICh<WO 0147944A'' I > 



WO 01/47944 PCT/BSDO/35498 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43274299 
<400> 1510 

ctctgcatgt ctcaggctga gctcctcccc cgcggtgoct tcgccct-otg " 50 

<210> 1511 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43274299 
<400> 1511 

atgtctcagg ctgagctccc tccccgcggt gccttcgccc tctggctgca SO 

<210> 1512 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43274299 
<400> 1512 

ctcaggctga gctccctccc ccgcgtgcct tcgccctotg gctgcaaata 50 

<210> 1513 
<211> SO 



414 



5NSOOCID: <WO. 



WO 01/47944 



PCTYUS00/3S498 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) 4 . . (0) 

<223> single nucleotide polymorphism 
<221> mis cofeature 

<222> (25) . . . (26) # 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . {0) 

<223> Accession number cg439720l2 
<400> 1513 

cagggttcct ggctgggcag cacagcctgg ggcgacactc ctgtcttgtc 50 

<210> 1514 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44011461 
<400> 1514 

atttatcaag gttttcattg ctttttattc aatgaggttt ggaacatgag a 51 

<210> 1515 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg440ll461 
<400> 1515 

cattgctttt attcaatgag gtttgcaaca tgagaggcca aaaatgagga g 51 

<210> 1516 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) , . . (0) 

<223> Accession number cg44011461 
<400> 1516 

cattttgggg aatcctctat aaagatataa gttaagaaag ttgtocaaga 50 

<210> 1517 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<210> 1518 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 4 011461 
<400> 1518 

ctctataaag aatataagtt aagaagttgt ccaagatgaa aataatagga SO 

<210> 1519 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 



<221> 
<222> 
<223> 



mis cofeature 
(0) . . . (0) 

Accession number cg44011461 



<400> 1517 

aatcctctat aaagaatata agttagaaag ttgtccaaga tgaaaataat 



50 
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<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number og44011461 
<400> 1519 

tgcatttctc ctggtacagc tggagtggtt ctcattaaca ctgaactctt 50 

<210> 1520 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> {26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984524 
<400> 1520 

tatcaccctg aacgcgcctg atctcgtctg atctcggaag ctaagcaggg t 51 

<210> 1521 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43319420 
<400> 1521 

ctgcagttct ggacgggctg gccgatgcgc gggatccttg tgcagggaag 50 

<210> 1522 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (O) . . . (0) 

<223> Accession number cg4 33 19420 
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<400> 1522 

cgggatcctt gtgcagggaa gagctocctg ggcacctggc aocacaagac 



50 



<210> 
c211> 
<212> 
<213> 



1523 

51 

DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934722 
<400> 1523 

gggattttgt ggacgtctcc gtgcatgaac tgcfcggactg tggccgctgt g 51 

<210> 1524 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43281831 
<400> 1524 

tcctttaacc actgccctct ccttcttctc cttcaaggtt ctttccccct 50 

<210> 1525 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43281831 
<400> 1525 

cctttaacca ctgccctctc cfct-cttotcc ttcaaggttc tttcoccctc SO 
<210> 1526 



4« 



tNSOOOD: <W0, 



0147944A2_I_> 



WO 01/47944 



PCT/US00/35498 



<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919380 
<400> 1526 

cgaggggtcc tcacctggtt gacccaaaaa tgtfccccttg accattggct 50 

<210> 1527 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919380 
<400> 1527 

ttgcctcttg caggctgagt ccctccatgc aaaagtgggg ctaaatgaag t 51 

<210> 1528 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919380 
<400> 1528 

tgtactaagg agcatgattt taagatgctt tggcccaatg cctataaaat g 51 

<210> 1529 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . iO) 

<223> single nucleotide polymorphism 
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<221> mi&c_feature 
<222> <25) . . . <2<6) 

<223> Nucleotide deleted between bases 25 and 2*6 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43919380 
<400> 1529 

agcatgattt taagaggctt tggccaatgc ctataaaatg cccatttscga SO 

<210> 1530 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miec_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919380 
<400> 1530 

ttaaggtgcc tactgtgtgc taggcctgta ctggatactg gggaccttgt 50 

<210> 1531 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919380 
<400> 1531 

aagtctcata gccagctcct gtcacatgac tctcatatgg attecattttc g 51 

<210> 1532 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919380 
<400> 1532 
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51 



<210> 1533 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919380 
<400> 1533 

tgagaagaag acaccagggg gattcttctt cccctgggac agcactgagc g 51 

<210> 1534 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919380 
<400> 1534 

agaagaagac accaggggga ttccttttcc cctgggacag cactgagcga g 51 

<210> 1535 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 918792 
<400> 1535 

accgcaaaca gcaaagacta tcccaccttt ctattaacag tgccaagatt a 51 

<210> 1536 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . X0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg43918792 
<400> 1536 

aacagcaaag actatcccaa ctttcgatta acagtgocaa gattataact g SI 

<210> 1537 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43937658 
<400> 1537 

caaaggcagt aaccccagcg accagtgctg ctgotgcacg gtgaggagga SO 

<210> 1538 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) .-. . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43937658 
<400> 1538 

agcctcagca gggccggtcc agacacggct gagtcctgtg ctgccctgga g 51 

<210> 1539 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

* 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43937€S8 
<400> 1539 

ccacagaaat acocatggct gtgggctgtg accagcagtg gctgattagg 50 
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<210> 1540 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43937658 
<400> 1540 

tttttttggt ggttttctta aaaaaagcct ttgagttgca ggtcaggtga g 

<210> Z541 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43937658 
<400> 1541 

tggttctgga agtaccggaa gttcttttgg tatgagagag acttgtctac a 

<210> 1542 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43284508 
<400> 1542 

ctctatccca tacctttgca aaggaaggga ggggtctaca agccagaact t 

<210> 1543 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <0) . . . (0) 
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<400> 1543 

acatcagaac cactgactgg tagagtcctt ggaaatcata cagtccaccc a 51 

<210> 1544 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) - . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43284508 
<400> 1544 

aaatcataca gtccacccat cccccaccag acacatggac acaccgaggc t 51 

<210> 1545 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43284508 
<400> 1545 

ccacgcccat atgaggggtg gagagagaag ccagcagcac tggggtgagc 50 



<210> 1546 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43284508 
<400> 1546 

acgcccatat gaggggtgga gaggaaagcc agcagcactg gggtgagcct 50 
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<210> 1547 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43320667 
<400> 1547 

attaaaaagg tcaccagccc gccagtgcca gaagccaccg ggtatccttg 50 

<210> 1548 
<211> 50 
<212> DNA 

4 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43320667 
<400> 1548 

tctctgcgtg gtgatggtgt ctggatcgcc actcgaggta ggttgagatg 50 

<210> 1549 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43975899 
<400> 1549 

ttttactcac attctgttgt tcagttcctc tgcactggga atttatttat g 51 

<210> 1550 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43975899 
<400> 1550 

tctcaacgca gtaattccca tctgccttta ttgcctctgt cttaaagaat t 51 

<210> 1551 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43299024 
<400> 1551 

tttctcccta gatcgcactg tgggctgggg ccctggaggg ctgctctgtg t 51 

<210> 1552 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43299024 
<400> 1552 

ctagatcgca ctgtgggccg gggcctggag ggctgctctg tgttaataag 50 

<210> 1553 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43299024 
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<400> 1553 

gctgctctgc cccaacgcga ccgcttcccg gctgoccaga gggctggatg c 51 

<210> 1554 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43299024 



<400> 1554 

cccggctgcc cagagggctg gatgctgccg gtccccgagc aagcctggga 50 

<210> 1555 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43992911 



<400> 1555 

cttcttccaa gatttcacgt cttggtggcc gttccaagga gcgcgaggtc g 51 

<210> 1556 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> ^25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number cg43943531 



<400> 1556 

taaatgtca<: gtocagctct gatatcttcg cactgagcac atcacattta 50 

<210> 1557 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43943531 
<400> 1557 

tgtaagaaca aaactggatg gcatccgaat tgtctggaag ttttgtcttg g 51 



<210> 1558 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43943531 
<400> 1558 

ttgtctggaa gttttgtctt gggcattatg ggctgggcca aatgaaatga t 51 

<210> 1559 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43943531 
<400> 1559 

tgtctggaag ttttgtcttg ggcaggatgg gctgggccaa atgaaatgat t 51 

<210> 1560 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44021330 



<4O0> 1560 
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aacacacatg atgactgagg cattcaggaa ccccttcatc caaaagaata a 51 



<210> 1561 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221>* allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43997653 
<400> 1561 

gagctatttt tacctcccgc ctcccttgct ggtcccccca cctgacgtct t 51 

<210> 1562 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

• 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44003301 
<400> 1562 

tgagataaaa gatgtacttg tgaccgttgt aacaatagca caaataaagc a 51 

<210> 1563 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) (0) 

<223> Accession number cg43957605 
<400> 1563 

ttatagaaag ttgcagttaa aaacgttttc tccaaaataa aaagacaaat g 51 

<210> 1564 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f^ature 
<222> (0) . . . (0) 

<223> Accession number cg43957605 
<400> 1564 

caaatgctgg agaggggcat acagtggttc ccccattcta caagcttagt 50 

<210> 1565 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926590 
<400> 1565 

ttcagacaat tcagccttta ttttaaaaaa taattctgta gcttccactt t 51 

<210> 1566 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44003218 
<400> 1566 

gattctttct gtgactcatc agttcctttc ctgtaaaatt catgtcttgc t 51 

<210> 1567 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42360692 
<400> 1567 

agaagaagga tacacaaaac gtaccttatc tgtttcccct fcocttgtcag 50 
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<210> 1568 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42360692 
<400> 1568 

tatctgtttc cccttccttg tcagcatcgg gaagatggta tgaagtoctc t 51 

<210s> 1569 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg42360692 
<400> 1569 

gccgatgcat aaagtcagcc tgttocaagt gctcagggac ttagcaaaat g 51 

<210> 1570 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42360692 
<400> 1570 

taaatgtgac catttttctg gtatgcaata aacttacagc aacaaataat c 51 

<210> 1571 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0) . . . (O) 
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<400> 1571 

taaatgtgac catttttctg gtatgcaata aacttacagc aacaaataat c 51 

<210> 1572 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924995 
<400> 1572 

ggccaaattt tgatcctaac cttgacgtat gccttgaact tafctaacatg g -51 

<210> 1573 

<211> 51 

<212> DNA - 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43987514 
<400> 1573 

tttttttttt tttttggcag gtaaaggaaa agactttatt aataatcagt g 51 

<210> 1574 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43301245 
<400> 1574 

ttcctaagtg aaggtttcaa gctggctttg cagggggtat aattagtatg SO 

<210> 1575 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43301245 
<400> 1575 

atggtgtcct ttgataagga gggctagggg gcagggagtt gaagaaattc c 51 

<210> 1576 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

* 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg433 01245 



<400> 1576 

gatctgtaaa catttccatt aatcatacaa gtgtgtacta atcccgagtc t 51 

<210> 1577 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958670 
<400> 1577 

catacggagt tctctttggg aaaacaacaa gactacagtg ttcacttcgc a 51 

<210> 1578 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (15) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958€70 
<400> 1578 

tttttttttt ttttattttt ttccaaatgt acaattttat 40 
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<210> 1579 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (16) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958670 
<400> 1579 

tttttttttt tttttatttt ttccaaatgt acaattfctat t 41 

<210> 1580 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) • . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958670 
<400> 1580 

gaattcatat acgcttctgt catttcaaca aacttccaga gaaaactggt c 51 

<210> 1581 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958670 
<400> 1581 

aatctattca gcctctctgc tctgctggag tggttgattt agtctggtaa g 51 

<210> 1582 

<211> 51 

<212> DNA 

<213> Homo sapiens , 
<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958670 
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<400> 1582 

ctcgcggogg ccgggaggct ocatgggcgg cgcgggaaga cgctgttatt t 51 

<210> 1583 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958670 
<400> 1583 

tcgcggcggc cgggaggctc catgcccggc gcgggaagac gctgttattt c 51 

<210> 1584 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43958670 
<400> 1584 

ggccgggagg ctccatgcgc ggcgcggaag acgctgttat ttctccggag 50 

<210> 1585 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43 958670 
<4O0> 1585 

ccgggaggct ccatgcgogg cgcggaagac gctgttattt ctccggagga 50 
<210> 1586 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44034752 
<400> 1586 

taggttgaca acttgtcatg attttaacgg taagccacca tgattgtgtt c 51 

<210> 1587 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44034752 
<400> 1587 

ttgaccttac aaaaaccatt ggaacctgtg actttgaaag gtgctcttgc t 51 

<210> 1588 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44034752 
<400> 1588 

ggtgctcttg ctaagcttat atgtggcctg ttaatgaaag tgcctgaaag a 51 

<210> 1589 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> inisc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg440347S2 
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<400> 1589 

gcttatatgt gcctgttaat gaaaggtgoc tgaaagacct tccttaataa a 51 

<210> 1590 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg34243197 
<400> 1590 

gctttcctgg gcctctcagt tgaaocaaag cagcaaaaca aaggcagttt t 51 

<210> 1591 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43059879 
<400> 1591 

gaacaagaaa caagtgtgac attttgtgtg gaatctgaaa accaccttag c 51 

<210> 1592 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43932434 
<400> 1592 

ctttaaagaa caaaacacaa aaaacattaa gagtagaaaa ttttatgcta a 51 

<210> 1593 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932434 



<400> 1593 

tttaaagaac aaaacacaaa aaactataag agtagaaaat -tttatgctaa a 51 

<210> 1594 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932434 
<400> 1594 

ttaaagaaca aaacacaaaa aacttaaaga gtagaaaatt ttatgctaaa a 51 

<210> 1595 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988092 
<400> 1595 

aatgcttttt agagcctttc tgtagagata caaatatata tatatatatt t 51 



<210> 1596 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 988092 
<400> 1596 

gtaagactat ttatccacct gaattttcaa tttctttaaa gttagtgcat t 51 

<210> 1597 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 
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* 



<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43115790 
<400> 1597 

ggtggttctg actacaaggg ctaggcctag gacatctggt tttctttctt 50 

<210> 1598 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918166 
<400> 1598 

aaaatttctt tttttttttt tttttttttt ttgcatgtgt tttaacaatc 50 

<210> 1599 

<211> 50 

<212> DNA 

< 2 1 3 > Homo s ap i en s 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918166 
<400> 1599 

aaatttcttt tttttttttt tttttttttt tgcatgtgtt ttaacaatcc 50 

<210> 1600 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between ba-aes 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918166 
<400> 1600 

aatttctttt tttttttttt tttttttttt gcatgtgttt taacaatccc 50 

<210> 1601 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918r66 
<400> 1601 

tttttttttt tttttttttt ttttttgcat gtgttttaac aatococcao c SI 

<210> 1602 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918166 
<400> 1602 

tttttttttt tttttttttt ttttttgcat gtgttttaac aatcocccac c 51 

<210> 1603 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number -cg439181^6 
<400> 1603 

aaaatagaaa cctactagat caacaaagtg ttgttctgtg ctctaaaata c 51 
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<210> 1604 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918166 

■ 

<400> 1604 

aacaaccaag ggaacctgct taaacgtact gtgtattatt gtagctagag t 51 

<210> 1605 

<211> 51 

<212> DNA 

< 2 1 3 > Homo sapi ens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439l8l66 

<400> 1605 

tattgtagct agagtcattc cttcttagcc aaaggaggtt ttataaaaaa g 51 

<210> 1606 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43918166 
<400> 1606 

aagccaaagg aggttttata aaaaaagaat caatattggg ccaatccctt t 51 

<210> 1607 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <0) . . . <0) 
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<400> 1607 

attcctcact tgatggtttg aaagttgctt caatatttac atgaatttcc t SI 

<210> 1608 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26)* 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918166 
<400> 1608 

aaaatggtta tatatacaaa atttcttttt tttttttttt tttttttttg SO 

<210> 1609 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44022653 
<400> 1609 

tataaccctt tcatactagt tgaacttttt tttttataat gtacatgtac t 51 

<210> 1610 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg44022653 
<400> 1610 

tataaccctt tcatactagt tgaacttttt tttataatgt acatgtaota 50 
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<210> 1611 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44022653 
<400> 1611 

tttcatacta gttgaacttt tttttataat gtacatgtac tactttataa 

<210> 1612 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44 022653 

r 

<400> 1612 

atactagttg aacttttttt ttatatatgt acatgtacta ctttataatt a 

# 

<210> 1613 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc__f mature 
<222> (0) . . . (0) 

<223> Accession number cg44022653 
<400> 1613 

tataatgtac atgtactact ttatagttaa acaaaaaact ttaaaatgat t 

<210> 1614 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 
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<221> misc_f-eature 
<222> (0) . . . (0) 

<223> Accession number cg44022-653 
<400> 1614 

aatgattttt taaaaaagaa aagaagttaa tcacagtgga acatgaaatg g 51 

<210> 1615 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44022-653 
<400> 1615 

gtggaacatg aaatggaatg tcaacgtttg gggacgggtc afcccagagga g 51 

<210> 1616 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44022653 
<400> 1616 

gaaatggaat gtcaactttg gggacaggtc atccagagga gtccaagagc c 51 

<210> 1617 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44022653 
<400> 1617 

agaggagtcc aagagcccca acatgttcgc gtgtcfcctgg tcctcaggtc a 51 

<210> 1618 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44022653 
<400> 1618 

agccccaaca tggtcgcgtg tctcttgtcc tcaggtcatc acccagcctc a 51 

<210> 1619 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (o) 

<223> Accession number cg44022653 
<400> 1619 

acatggtcgc gtgtctctgg tcctctggtc atcacccagc ctcacccaca g 51 

<210> 1620 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele n 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44022653 
<400> 1620 

ccgtgcaagc ttccacttgg tgcctacgtg ggaacgcacc acctgccgtg g 51 

<210> 1621 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44t)22«53 
<400> 1621 

gtgcaagctt ccacttggtg cctgcatggg aacgcaccac ctgocgtgga a 51 
<210> 1622 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44022653 
<400> 1622 

ccctcccacg cagtgtgagc cctggctgcg ccacacccgc aggfcggcccg 50 

<210> 1623 
<211> 51 
<212> DNA • 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) ... (0) 

<223> Accession number cg43318219 
<400> 1623 

tttttcaaga aaactggaaa tctggttttt cagcgaacat gcctgatttt a 51 

<210> 1624 
<211> 51 
<212> DNA 

<213> Homo sapiens 

* 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg40915005 
<400> 1624 

ggtcctagca acctccacat gttcacctat taatggatca tcaggcctgt t 51 

<210> 1625 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958915 
<400> 1625 

gtagatttaa ccacagaact gtctcaattt ttataaaaat tgatoccaag a 51 

<210> 1626 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43958915 
<400> 1626 

cccaaagggg agaggtgtgg ggcggtgggg cggggaggcg ccttgtgctg t 51 

<210> 1627 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 958915 
<400> 1627 

tgtggggcgg cggggcgggg aggcgcttgt gctgtggcac tggacacggt 50 

<210> 1628 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958915 
<400> 1628 

tggacacggt gctcatotgc aggatagcca cgaagacaaa cggcacagac g 51 

<210> 1629 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43977071 
<400> 1629 

tgcaggttag gttccagacc acttatgagt ctgcgaaacg occacgctcc a 51 

<210> 1630 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43124001 
<400> 1630 

eaggggattt tatcccccac caaaagcaca gtgaaaggcc tgcttttgtg t 51 

<210> 1631 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43248459 
<400> 1631 

cacagagagg atgagaaaca aaaaagagaa aaggaaaagt aggttgaaga 50 

<210> 1632 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0)...<0) 

<223> Accession number cg43248459 



PCT/US00/35498 



» 



<400> 1632 

aacagagagc acacgcafcac agcacagagc actgaggtgg gggagcafcgg g 51 

<210> 1633 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<2202> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43953517 
<400> 1633 

aataaaaatt tattgagfcga aacaataaaa afcacaatgac tagtcatgca t 51 

<210> 1634 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43953517 
<400> 1634 

aaatttattg agtgaaacaa aaaaagtaca atgactagtc atgcatcatc a 51 

<210> 1635 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f-eature 
<222> <0) . . . <0) 

<223> Accession number cg43922980 
<400> 1635 

ttatttatta caaaattata ttcacgtaaa tgccaaccat ctacaaaaac a 51 

<210> 1636 

<211> 51 

<212> DNA 

<213> Homo -sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922980 
<400> 1636 

aggccgctgg tttgtcagcc atctgctgct tcttattgat agatggcatt g 51 

<210> 1637 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951991 
<400> 1637 

ttacgcaccg catgagaacc gttaggttat aaaatctatc at-caaocagt a 51 

<210> 1638 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43951991 
<400> 1638 

tttttttttt tttttttttt ttttcttttt atcaatgttt tatttttaaa a 51 

<210> 1639 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951991 
<400> 1639 

atattttaac aaaggaaaaa aaaaaagcaa cattcacagc acatcaagcc c 51 

<210> 1640 
<211> SI 
<212> DNA 
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<:213> Homo sapiens 
<220> 

<22X> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951991 
<400> 1640 

aagcccaaaa tagtttacac cttcttcact gaagcattgt ttaaaatgta c 51 

<210> 1641 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948148 
<40O> 1641 

gtttctttaa aaataaaaac cccacaaaaa aagccagaac accctaccca a 51 

<210> 1642 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004667 
<400> 1642 

aaagaaaatc tctgtgaaac ccctacgtgg aggcggaatt gctctcccag c 51 

<210> 1643 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44004667 
<400> 1643 

gagoocctca cacagccctg gcctccgctc aactagcaga tacagggatg a 51 
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<210> 1«44 

<211> 51 

<212> DNA 

<213> Homo* sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43301424 
<400> 1644 

tgccccacct cctaacctaa tccccacgcc ccgctgcctt t-cccaggctc c -51 

<210> 1645 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43301424 
<400> 1645 

tgcctttccc aggctcccct cacccagcgg gtaatgagcc cttaabcgct 50 

<210> 1646 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i en s 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4 2 852276 
<400> 1646 

aaaggcatta ttctccagcc ttaagtatct taggacgttt cotttgctat. g 51 

<210> 1647 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43068999 
<400> 1647 

tggatactag atcttacatc tgcagtcttt cttctttgaa tttcctatct 50 

<210> 1648 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986150 
<400> 1648 

ataaaacagt ttattatctc aatcacaaca ttcctatata tcaaacactc c 51 

<210> 1649 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986150 
<400> 1649 

ctcggccacc tcaaggataa tcactaaatt ctgccgaaag gactgaggaa c 51 

<210> 1650 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4401&623 
<400> 1650 

tattttataa tagtattaca ggaagaaaaa tatcatttaa tacaacttga g 51 
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<210> 1651 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43051796 
<400> 1651 

tggccagaga gtccttgtaa ttgtcfcccaa 4^tcaatcagt atrtfctggggc t 51 

<210> 1652 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 0S1796 
<400> 1652 

acaacaaata acaatactta ggataaatca at-cattcttt tfcoctcttaa a 51 

<210> 1653 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 0517 96 
<400> 1653 

tcaatcattc tttttcctct taaaatcaga aattggtctt agttfcctcat t 51 

<210> 1654 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43287997 
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<400> 1654 

ccctcctttt cttgcatgta agttggtccc ccatcccaaa gtattccatc t 51 

<210> 1655 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43287997 
<400> 1655 

accccctaat cccctactcc ctccaacccc coctccactg taggccactg g 51 

<210> 1656 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43287997 
<400> 1656 

cccctactcc ctccaccccc cctcccactg taggccactg gatggtcatt t 51 

<210> 1657 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43287997 
<400> 1657 

ctgtaggcca ctggatggtc atttggcatc tccgtaaatg tgctctgctc c 51 

<210> 1658 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43287997 
<400> 1658 

ctggatggtc atttgcatct ccgtatatgt gctctgctcc -tcagotgaga g SI 

<210> 1659 

<211> 51 

<212>. DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43287997 
<400> 1659 

tttgcatctc cgtaaatgtg ctctggctcc tcagctgaga gagaaaaaaa t 51 

<210> 1660 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43287997 
<400> 1660 

gcctgaatca gagacgcatc tgacctctgg agaacactgc ctcccgctgg 50 

<210> 1661 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
c222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43287997 
<400> 1661 

gaatcagaga cgcatctgac cctcttggag aacactgcct cocgotggcc c 51 
<210> 1662 
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<21X> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 924574 
<400> 1662 

ggcttggaag agagatccaa aggccggcct ggcaagggga atcccacatg 



<210> 1663 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41598396 
<400> 1663 

caaagctggg actggagggg ctttacgact caattccagg tgcagcattt 



<210> 1664 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917157 



<400> 1664 

ggtgaaactg tcacaatccg tgtccatttt atatataact atactgaggt 

<210> 1665 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917157 
<400> 1665 

cacgcaatct gcttgggaca aaaagtctac aggggttgcc aagcacgaaa g 51 

<210> 1666 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917157 

■ 

<400> 1666 

ggaactccat aaaagaatga ggcagttttc actggggaga actggtcttc a 51 

<210> 1667 

<211> 46 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (21) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43 917157 
<400> 1667 

tttttttttt tttttttttt gttaattttc tgcottttat tgttat 4-6 

<210> 1668 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917157 
<400> 1668 

ttttttacat gaaagcataa atacgacagg tacaaatttt -ccttgagttc c 51 

<210> 1669 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917157 
<400> 1669 

gggaagcaga gcctaagctg accccagcca ctgggctggt gggaccacat c 51 

<210> 1670 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 917157 
<400> 1670 

agagacaggg acatgaagtt gtggcatctc tggcacgcaa gtgtcctggg a 51 

<210> 1671 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917157 
<400> 1671 

gttgtggcgt ctctggcacg caagttcctg ggacagagca atggaaacct 50 

<210> 1672 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number «cg439171S7 
<400> 1672 

tgcctgccac tacacctaat tttttgtatt t/tfcagtagag a?fcggggtt<:c 50 

<210> 1673 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917157 
<400> 1673 

tggctatttc ttgtgtaagg gatga<tgact ccccctccca tgggtcocat t 51 

<210> 1674 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> ' 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43255952 
<400> 1674 

aacgggctga gaaggcccgt caggggccca ggtcocacag agaggcctgg g 51 

<210> 1675 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43255952 
<400> 1675 

gaggggcaga ctgggcagtg gggagcccca tcgtgcccca gaggtggcca SO 

<210> 1676 
<211> 50 
<212> DNA 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43255952 
<400> 1676 

aaaaagcacc aggtoaggca gggccgaggg ccccagatcc caggagggcc 50 

<210> 1677 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> <0) . . . (0) 

<223> Accession number cg43094350 
<400> 1677 

accaaaaata cccctctctc cccactcctc ttctccgacc ctccgggagg c 51 

<210> 1678 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43094350 
<400> 1678 

caggatggtg tgtagcccag tgactgtgag gatcgcccct cctgacagaa g 51 

<210> 1679 

<211> 49 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (24) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f€ature 
c222> (0) . . . (0) 
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<400> 1679 

cagggaagct ccagctgtcc ctrcocgcagt ^tggccotgtg gtgttcoga 49 

<210> 1680 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 054905 



<400> 1680 

atccaatgat cagcgtgaga tgatctttga ttaaaofctgc fctgagatggc t SI 

<210> 1681 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43054905 
<400> 1681 

tgagatggct agtcaaacgt cgaaacttgc ttgagatggc tagtcaaaog t 51 

<210> 1682 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) (0) 

<223> Accession number cg43054905 
<400> 1682 

taactagact tttacaattt* ttttttaaag ggtaaaaaga catgaaccct a 51 



<210> 1683 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 
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c221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949899 
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<400> 1683 

tcccattttt attttttttt ttttttagta ttcaatgaat ggaatttaat g 51 

<210> 1684 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44021513 
<400> 1684 

gtccgctggg cagttatagg tcccatgtgt tgggtcttcc tgcgaggcct t 51 

<210> 1685 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44021513 



<400> 1685 

gggcagttat aggtcccaag tgttgcgtct tcctgcgagg ccttcacaaa g 51 

<210> 1686 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44021513 
<400> 1686 

actttattca cactgtgtaa ccacactgtt ttttatgcca ctttgtgcac a 51 



<210> 1687 

<211> 50 

<212> DNA 

<213> Homo sapiens 



463 



new ■> 



rum-run, a •> ii > 



WO 01/47944 



PCT/US00/35498 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44019290 
<400> 1687 

gtgccctcac atctggggtc ttcagcacca gccatgcctg ocgaggagtg 50 

<210> 1688 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<22 3> Accession number cg44 019290 
<400> 1688 

cagaccatgt ccgtgctagg cccagcacag occaaccact cctcatccaa 50 

<210> 1689 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44019290 
<400> 1689 

cttctcctca aggtttgagg gattgggggg agggggtcag ctgactcaga g 51 

<210> 1690 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (2€) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> raisc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44019290 
<400> 1690 

tcctgggtct cactccatgg cttgctcagg ccccgcagaa gtccctgaga 50 

<210> 1691 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (o) 

<223> Accession number cg44019290 
<400> 1691 

tacctccttc tccaaccctc cactacgctg ctttcctggt caaacctgca 50 

<210> 1692 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 

<222> (26) .1 . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42876034 
<400> 1692 

ctggggcagc accacctgaa ggcagcgact gcctttttaa aagacagggt t si 

<210> 1693 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg41672027 
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<400> 1693 

gcafecattta attgcgacat accagtggaa attgtatgta tgtstagtgac a SI 

<210> 1694 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43919735 
<400> 1694 

aattctcact ctatccaaag ccccgatgag gtcactgctt ttatgagcct SO 

<210> 1695 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43981337 
<400> 1695 

gattgaatca gcccactgcg agcacagatc ttgattgaat cagoctattg g 51 

<210> 1696 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43981337 
<400> 1696 

tgaatcagcc tattggtgta gttttgggtc tacatacatc ttgattgaat c 51 

<210> 1697 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43981337 
<400> 1697 

gcaactttct aatt<2acagg ggggaoctaa atgtccttaa aggtagagag 50 

<210> 1698 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43981337 
<400> 1698 

aactttctaa ttcacagggg ggacctaaat gtccttaaag gtagagagga 50 

<210> 1699 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43981337 
<400> 1699 

ctcaatttgg aggcaaagaa atgtaggttg tgtgctgaaa cctgatgtat c 51 

<210> 1700 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . <2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43983795 
<400> 1700 

cgccgctctc cagatcgctt gggtccgcca gtcgccacca catcct?cggc 50 

<210> 1701 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<:222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature . 
<222> (0) . . . (0) 

<223> Accession number cg43983795 
<400> 1701 

gccgctctcc agatcgcttg ggtcggcgcc agtcgocacc acatoctcgg c 51 

<210> 1702 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 983 795 
<400> 1702 

tttttttttt tttttttttt ttttttgtgg gtaaaaccat tfcttat-taac t 51 

<210> 1703 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4r6027«0 
<400> 1703 

gcccactgag aagagcttcc aggaccaccc aggacgctga gcocaggagc 50 
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<210> 1704 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg41568631 
<400> 1704 

gatgtgggcc gttggggtgg caacccttgc agccccctac cacgccatct 

<210> 1705 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg41568631 
<400> 1705 

atgtgggccg ttggggtggc aacccttgca gccccctacc acgccatctc 

<210> 1706 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41568631 
<400> 1706 

tccatctcag occcaggact cagtattgcg gttgccaaca ctgctgccag 

<210> 1707 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41S^8631 
<400> 1707 

ccatctcagc cccaggactc agtaccgcgg ttgccaacac tgotgocagg c 51 

<210> 1708 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> raisc_feature 
<222> (0) ... (0) 

<223> Accession number cg43918233 
<400> 1708 

ttatgctggt ggcttccatc cgttctcctc tgagggtgag tggagaggta SO 

<210> 1709 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918233 
<400> 1709 

gtggcttcca tccgttcctc ctctggggtg agtggagagg tatatggaaa 50 

<210> 1710 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918233 
<400> 1710 

gttcctcctc tgagggtgag tggaggggta tatggaaaca cggctgtgac c 51 

<210> 1711 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <0) . . . <0) 

<223> Accession number cg43918233 
<400> 1711 

tggagaggta tatggaaaca cgg<:tatgac -caaagggaga tcccagcctg g 51 

<210> 1712 

<c211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918233 
<400> 1712 

caaagggaga tcccagcctg ggcagcctgc gctgctgacc accctccctg g 51 

<210> 1713 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg43918233 
<400> 1713 

t<:ttcaaaga cttcagcagc aaacctaaac agcaggttaa aaaaaaagat g 51 

<210> 1714 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918233 
<400> 1714 

gaagacaccc ccaacaagtc gggtggggag gcaaagaccc aaaaagacag o 51 

• <210> 1715 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> CO) ... (0) 

<223> Accession number cg43918233 
<400> 1715 

aagtcgggtg cggaggcaaa gaccctaaaa gacagctcca acaagtcggg t 51 

<210> 1716 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> naisc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg439l8233 
<400> 1716 

ctccaacaag tcgggtgcgg aggcacagac ccaaaaaggc agoactagca a 51 

<210> 1717 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918233 
<400> 1717 

agtcgggtgc ggaggcaaag acccacaaag gcagcactag caagfccgggt t 51 
<210> 1718 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43927045 
<400> 1718 

taaaaaacgc ggctgtggag acaggagagc tgctgggaag ccatgttttt g 51 

<210> 1719 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927045 
<400> 1719 

gtggagacag gtgagctgct gggaaccatg tttttgattt tcagacaggt 50 

<210> 1720 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223>- Accession number cg43927045 
<400> 1720 

atcaatacac aagagactct ttgtgactca acacgtgggg tcgcgaggca g 51 

<210> 1721 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis c_f eature 
<222> (25) . . . <2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43927045 
<400> 1721 

gaactggcgg ccacgatgat ggactccgct ggccccggag ggtcaggcag 50 

<210> 1722 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4392 7045 
<400> 1722 

ggccacgatg atggactgcc gctggcccgg agggtcaggc agtggggcac 50 

<2X0> 1723 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927045 
<400> 1723 

cgctggcccc ggagggtcag gcagtgggca ccccccactc gtcttcgctc 50 

<210> 1724 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<400> 1724 

tttgcaagtt gctgtttgtt tccaggtaca ccagtcagag ctccacagag a 51 

<210> 172S 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_featxire 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927045 
<400> 1725 

acgtttcccg agtaggggcc aaagcactgg aaaccgtgtt ccctgtgcag 50 

<210> 1726 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43927045 
<400> 1726 

cctgggggga atgagtataa aaaggtaaat gtttttgaag acaggcacga t 51 

<210> 1727 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44014928 
<400> 1727 . 

gagtggagct ttaagtaaat atgccaaaaa aatattccta gcacaaaagc 50 
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<210> 1728 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44014928 
<400> 1728 

gctttaagta aatatgccaa aaaaatattc ctagcacaaa agccfcgcacc SO 

<210> 1729 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44014928 
<400> 1729 

gaaaagcaaa gcaagagaat tctgccaaga agttttattc tgaatctgag g *51 

<210> 1730 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44024345 
<400> 1730 

agctttactg ccttcctcct tatcccacag tacaafccagc agtctagttc t 51 

<210> 1731 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44024345 
<400> 1731 

tttcatttgg aatgaataca gcattaagct tgttccactg caaataaagc c 51 

<210> 1732 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43965366 
<400> 1732 

cactaactaa agagataaat tcttccactt tacttcctag tattgcatcc c 51 

<210> 1733 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43965366 
<400> 1733 

agggttaaag taagggatat tggcttctgc tgatcaggcc acagtgtgac a 51 

<210> 1734 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43279524 
<400> 1734 

ctccccgccc ccgtgttgag acagggtctc aaggctcagg ggaagatgca t 51 

<210> 1735 

<21l> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43252235 
<400> 1735 

ttaaaggatg gggtcttgct atattagecc aggctggagt gcagtggeta t 51 

<210> 1736 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43252235 
<400> 1736 

ttaaaggatg gggtcttgct. atattagccc aggctggagt gcagtggeta t 51 

<210> 1737 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43252235 
<400> 1737 

ttttttgaat gtaatattta tttggggaat ttacatgtga ggtcatttac a 51 



<210> 1738 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43252235 
<400> 1738 

agacctggac ctgggtagtt agtccttaga gafcgaaggtg agctcactac a 51 



478 

iNSOOaD: <WO 01 47944 A£J_> 



WO 01/47944 



PCT/US00/35498 



<210> 1739 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44965847 
<400> 1739 

cagtaggctc ccccaggctg agcccagccc taacactgat gcttggcagc 50 

<210> 1740 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43322513 
<400> 1740 

gctgtccgat ggcgtggaac acaagccccc ccacacggaa catgtgcagc c 51 

<210> 1741 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43322513 
<400> 1741 

ttcctgcaag taagcaggga acatgccctc cagtttgctc ttcttgcgcc c 51 

<210> 1742 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg433225l3 
<400> 1742 

agggaacatg tcctccagtt tgctcctctt gcgccctcgc cgctgttgct t 51 

<210> 1743 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43322513 
<400> 1743 

tgcttcttct tctcatcccc ttcagccaag ctctgctcca cggcgccotc t 51 

<210> 1744 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feat\ire - 
<222> (0) ... (0) 

<223> Accession number cg43322513 
<400> 1744 

catgcacttg gcacggatgg cacaaccaaa atggtagaca ttggggcaac g 51 

<210> 1745 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43322513 
<400> 1745 

gggcaacctc cacattcatc agtgctccgc cctgggtctc atacacctcc g 51 

<210> 1746 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43322513 
<400> 1746 

agctgcctgg aggccccact gctcccgcag ctgctgcagc tgtttccttc t 51 

<210> 1747 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43982558 
<400> 1747 

caactgaatg tgcccttaga gcgcaccagt tttaaagtca ttaagaacat g 51 

<210> 1748 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> ----- 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43982S58 
<400> 1748 

aactgaatgt gcccttagag cgcattagtt ttaaagtcat taagaacatg t 51 

<210> 1749 

<211> 50 

<212> DNA 

<213> Homo sapi-ens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982558 
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<400> 1749 

gaacatgtga aaggtgtttt tttttocaat atgaactcat gcaagttaec 50 

<210> 1750 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982558 



<400> 1750 

agctgtatca tcccaacaaa gtatcttttc atgaacgggg catgcaatag c 51 

<210> 1751 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982558 



<400> 1751 

cttaaggtga ggagaaagag cgctaccttc acttgatctc cagcttccaa c 51 

<210> 1752 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982558 
<400> 1752 

ttaaggtgag gagaaagagc gctaggttca cttgatctcc agcttccaac t SI 



<210> 1753 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43937369 
<400> 1753 

ggccaagaag ggctctaaca gcagtgtccc agcagtgtgt ttccagattt a 51 

<210> 1754 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . (0) 

<223> Accession number cg43937369 
<400> 1754 

atttattctt ggatgtggtt ggagctccca acatttagcc tgaactaatg t 51 

<210> 1755 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42716105 
<400> 1755 

gagtccttat acctcattta ggtttaaaaa taggtgctct ccttgtctgt g 51 

<210> 1756 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43069304 
<400> 1756 

tctagcatta gtacatagta ggcgcctcag taaatgcttg ttgaagggag g 51 

<210> 1757 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42905276 
<400> 1757 

aaggaagccc cccacttttt ttttttctgc ctgagattct fctaaggagat a 51 

<210> 1758 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44913214 
<400> 1758 

gattcggact agttttctgt tcctgctttt tttttttatt taattttgca 50 

<210> 1759 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44913214 
<400> 1759 

ttttctgttc ctgtcttttt tttttattta attttgcaaa taaaaattta 50 

<210> 1760 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . (O) 

<223> Accession number cg4395€596 
<400> 1760 

aggatggcag caggtattgg gtcctcagcc ttctggcggg agccctgagg c 51 

<210> 1761 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43956596 
<400> 1761 

ctctctggca gaggaggfcgg agttcctcca tgcaggagca cggcatggcg g 51 

<210> 1762 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931763 
<400> 1762 

ttgagctgtg gggaggttcc agcagcagct acagtgacga ctaagactcc a 51 

<210> 1763 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43937443 
<400> 1763 

tcaacaaaca aactacacgt ctttttttcg gtgtaatact ttattttcta t 51 

<210> 1764 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
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<222> (26) . . . <<0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43937443 
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<400> 1764 

aaatctttac tccttaaaga 



aaaaaataca aactgtgg-ta tttttaagag a 



<210> 1765 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43924685 
<400> 1765 

cttttatacc caccccaaca gtctagctct aaagaggata aagccaatga c 

<210> 1766 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (20) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (19) . . . (20) 

<223> Nucleotide deleted between bases 19 and 20 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43329991 
<400> 1766 

tgcggccgcc gtgctgccgg cactctgggc tgctctgggc gctg 

<210> 1767 

<211> 50 

<212> DNA 

<213> Homo sapiens 



SI 



44 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<22l> misc_feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted 



between bases 25 and 26 



<221> mi s c_£e ature 
<222> (0) . . . <0) 
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<400> 1767 

attctgttgt caaggggcaa gatgcagctt ggaagtgcca aggagctaaa 50 

<210> 1768 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43969995 
<400> 1768 

tactaaataa aacccatcag tttttgttta tgtagaaaag caatttattc c 51 

<210> 1769 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969995 
<400> 1769 

actaaataaa acccatcagt tttttgttat gtagaaaagc aatttattcc a 51 

<210> 1770 
<211> 50 
<212> DNA 

<213> Homo sapiens. 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f mature 
<222> (0) . . . (0) 

<223> Accession number cg43969995 
<4O0> 1770 

ccaagt-taaa aaaaaaaaaa aaaaaccaac aacaaaaaaa aaaacaccat 50 

<210> 1771 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> 
<222> 
<223> 



allele 
(26) . . . (0) 



single nucleotide polymorphism 



<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg43969995 
<400> 1771 

ccatggcggg caggcgagcc gggggatcct ggggtcgagc gttgcgggag 50 

<210> 1772 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44026400 
<400> 1772 

ttgggtttta gaagtaggcg ttcgctattt cttcttgggc gccgccttct 50 

<210> 1773 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948414 
<400> 1773 

ccccctcccg cagctacaac tacttttaat aaaggactca aaaagagatc g 51 

<210> 1774 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (2-6) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (O) . . . (0) 

<223> Accession number og43948414 
<400> 1774 

cccctcccgc agctacaact acttaaaata aaggactcaa aaagagatcg g x 51 

<210> 1775 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948414 
<400> 1775 

ctcccgcagc tacaactact tataaaaaag gactcaaaaa gagatcggga g 51 

<210> 1776 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

< 22 1 > mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948414 
<400> 1776 

atcgggaggt tttaagtggc cgcagcccac caaaccaagc aaagacacct 50 

<210> 1777 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscJEeature 
<222> (0) . . . (0) 

<223> Accession number cg43250123 
<400> 1777 

agcgagcgcc gcccgccctc actggtcttg tgacggttta ttetgattga g 51 
<210> 1778 
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<211> 
<212> 



50 
DNA 



<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918434 
<400> 1778 

taattcagtt atggtaaaaa aaaaactatg tacatctcaa tcagatcacg 50 

<210> 1779 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) , 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 918434 
<400> 1779 

acagaaatca ttttaaaaag gggaagagtt ttgtgttgga atcaattgtg 50 

<210> 1780 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918434 
<400> 1780 

cagaaatcat tttaaaaagg ggaagagttt tgtgttggaa fccaatetgtgc SO 

<210> 1781 
<2ll> 50 
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<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43918434 
<400> 1781 

gaaatcattt taaaaagggg aaggattttg tgttggaatc aattgtgcta SO 

<210> 1782 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918434 
<400> 1782 

gggaaggagt tttgtgttgg aatcagttgt gctacctctg taaaaatgaa g 51 

<210> 1783 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 918434 
<400> 1783 

tctgcggcaa ggcacctggt ctgcctccgg acagcctttc gcccagtctt 50 

<210> 1784 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42341753 
<400> 1784 

tggagcctac ctcccgacat tcacgttcgc cccacgetgc tccgactggc 50 

<210> 1785 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43918574 
<400> 1785 

tcactcagag gccaaagtct ggggggtaga aagaaggaag cttgacccaa a 51 

<210> 1786 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43918574 
<400> 1786 

agcttgaccc aaacaaagtt tcattgacag tatatacagt caggccttgg g 51 



<210> 1787 
<211> 51 
<212> DNA 

<213> Homo sapiens 



4£> 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918574 
<400> 1787 

acccaaacaa agtttcattt acagtgtata oagtcaggcc tt^ggggcag g 51 
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<210> 1788 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 988803 
<400> 1788 

acaaaaaaaa aaaccctcct tttttccttt cgtcagactt ggcagcaaag 50 

<210> 1789 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988803 
<400> 1789 

atgtatgtat tttaaagaaa tttcactgct tctactgaac tatgcgtact 50 

<210> 1790 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc^feature 
<222> <0) . . . <0) 

<223> Accession number cg43988803 
<400> 1790 

ttttaaagaa atttcatctg cttctctgaa ctatgcgtac tgcatagcat 50 
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<210> 1791 

<211> SO 

<212> DKA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988803 



<400> 1791 

ctcataatgt ttgtagatac agaaagggag atctgcatct aaagcaatgg 50 

<210> 1792 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988803 



<400> 1792 

tgtttgtaga tacagaaaag ggagactgca tctaaagcaa tggtcctttg 50 

<210> 1793 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988803 
<400> 1793 

caccgcagcc cccgccgccc gggcccctgt cgcagcaccc gccggtgccc c 51 

<210> 1794 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439B8803 
<400> 1794 

accgcagccc ccgocgcccg ggccggtgtc gcagcacccg ccggtgcccc c 51 

<210> 1795 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (o) 

<223> Accession number cg43986910 
<400> 1795 

gccttgaaca aaaagttttt tttttgtttg tttttgcttt ctgaaattca 50 

<210> 1796 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44931625 
<400> 1796 

acggtagcta actttgggca ggttcattaa atttggtcaa ttcagaacat t 51 

<210> 1797 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43027377 
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<400> 1797 

tggcttctac ccagaaaaaa aaggggagag agta<taaaga agtgtocaga t SI 

<210> 1798 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43983917 
<400> 1798 

gtgcggatct ggcggcctac acacgtgcgc taagctgcaa cgaaaacgac 50 

<210> 1799 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<2 23> Nucleotide deleted between bases 25 and 26 



<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43927965 
<400> 1799 

ttcaagcagg taacaatact actggaaaaa aaaataggaa gcttaaaatg 50 

<210> 1800 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980506 



<400> 1800 

gcatggaaaa gtttttatct cttctctttc ctctcctgta agtaaagatt t 51 

<210> 1801 
<2ll> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923014 
<400> 1801 

tggcaggggt gagggctgac ggggggacaa cttcagcagc tcatgtoccg 

<210> 1802 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22X> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2 6 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923014 
<400> 1802 

ct 9ggggggc aaatcttggc acctgcccca gagagtccag ttcctccctg 

<210> 1803 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg42730678 
<400> 1803 

aagcaccaaa cacccacaaa ggaaacagca acaacaacaa atccgctgcc 

<210> 1804 

<21l> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> raisc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 971616 
<400> 1804 

ctcagggggc agtggcctgc tgcagctctt ggcttttcca catctcocac SO 

<210> 1805 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43926691 
<400> 1805 

cagagggtgg tggcctttgg aaccgtcgtg aagtcttctg cctggaaccc g 51 

<210> 1806 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43928699 



<400> 1806 

ggagacctta attttgactt aacaatagtt tatgtactgc tcttaggttg 50 

<210> 1807 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25)...<26) 
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<:223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928699 
<400> 1807 

tactgctctt aggttgtttt gataagtgac attatagtga ttaaattctt 

<210> 1808 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43928€99 
<400> 1808 

tcttaggttg ttttgataaa gtgacgatta tagtgattaa attcttcccc 

<210> 1809 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele. 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) ' 

<223> Accession number cg43928699 
<400> 1809 

acctgtttga ccaaggtgtt aagggatagt acctcccaat tcaagcagag 

<210> 1810 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <2«) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi«c_feature 
<222> (0) . . . (O) 

<223> Accession number cg43928699 
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<400> 1810 

ggtgttaagg ggatagtacc tcccat*caa gcagagaaac fcgaoctgact SO 

<210> 1811 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43928699 

■ 

<400> 1811 

taaggggata gtacctccca attcagcaga gaaa<rtgacc tgactaaagt SO 

<210> 1812 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2^ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928699 
<400> 1812 

atcgcagatg aactagaagt cacagttaat taaatgtaag i:agattgtag 50 

<210> 1813 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928<699 
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<400> 1813 

• acaggttaat taaatgtaag tagatgtaga tactgtttta tatcaaacaa 

<210> 1814 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0)...(o) 

<223> Accession number cg43971192 
<400> 1814 

gtattgcaca gtctgaaaaa ataacaaaaa agggaagggg aggaaaaaaa 

<210> 1815 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43971192 
<400> 1815 

aataacaaaa aaagggaagg ggaggaaaaa aaaatcacat gatattggga 

<210> 1816 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis c_ feature 
<222> <0) ... (0) 

<223> Accession number cg43 971192 
<400> 1816 
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aaaagggaag gggaggaaaa aaaaatcaca fcgatattggg aaccatctca 50 

<210> 1817 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . * . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971192 
<400> 1817 

atactttatt atgtcatgaa aaaaaggcat caaccaacta gattcatact 50 

<210> 1818 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (16) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988027 
<400> 1818 

cttatttttt tttttggctt tttattgatt ttatttctcc g 41 

<210> 1819 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

• 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42908326 
<400> 1819 

gagtctggag agagactgga cagggtagtg ctggaaccgc ggagtttggc t 51 

<210> 1820 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4290832€ 
<400> 1820 

aaagctacaa cgatggactc ttgcatagaa aaaaaaatct tgttaacaat g 51 

<210> 1821 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42908326 
<400> 1821 

caaacgggag agaaaaagag gaaggcaact tatttcttaa ctgctatttg g 51 

<210> 1822 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42 908326 
<400> 1822 

attccccttt tcttgtgttc cttcttgttg gtttcctgaa gtcctatttg a 51 

<210> 1823 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc__f -eature 
<222> (25)...{2€) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> <0) . . . (0) 

<223> Accession number <:g427141€0 
<4O0> 1823 

igaggaggaag .aaaaacaggc cgagtaaggt gctggaaagg gagggaggac 50 
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<210> li324 

<211> 51 

<212> DNA 

<2X3> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43983244 
<400> 1824 

aggagaggaa ggccaaaaaa aaaaaattgg aaaagagggc gggggacocc t SI 

<210> 1825 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917865 
<400> 1825 

aggcgcgcgc gggagggtcc gcccgccagg gccccgggcg ctcgcagagg 50 

<210> 1826 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg427l4192 
<400> 1826 

tattatcatc atcatcatca tcatctcatc gaagtatttc acgtocagag 50 

<210> 1827 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (2€) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988G25 
<400> 1827 

ttctgagaac tgactagaga agacaaaaaa atagcccgat gtaggtttcg g 51 

<210> 1828 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f«eature 
<222> (0) . . . (0) 

<223> Accession number cg43988025 
<400> 1828 

tctgagaact gactagagaa gacaggaaaa tagcccgatg taggtttcgg t 51 

<210> 1829 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988025 
<400> 1829 

ggtttcggtg tccccatata ggccccgtcc acacaggctt gactgggtgg a 51 

<210> 1830 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg432€8289 
<4O0> 1830 

ttcttccctc tctccctttc tcctccccct gctttcttga aaaggactga a 51 
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<210> 1831 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43268289 
<:400> 1831 

tgtatgcctt tggccttgca caacctattt gtgagcaaaa gcagaagtgg a 51 

<210> 1832 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988195 
<400> 1832 

tttttttggc ttttagtcca gaaggcctca tctctgcacc tcttacttga 50 

<210> 1833 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988195 
<400> 1833 

ggaataagag gatgtggggc actgcaaggg caaggtcaaa aatcagggtt SO 

<210> 1834 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> <2*) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222>" (0) . . . (0) 

<223> Accession number cg43988195 
<400> 1834 

gaagatgaat acacagagtc ttttgattct ctatcaaatg tggttttttt a 51 

<210> 1835 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988195 
<400> 1835 

aagatgaata cacagagtct tttgtatctc tatcaaatgt ggttttttta t 51 

<210> 1836 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988195 



<400> 1836 

atgaagagaa aatccaccta gctcatgggg gcagtgaaga tgaggaaaga a 51 

<210> 1837 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922794 
<400> 1837 

SSggaagcag catttgcagc cggaggatcg cggagtccca atgaaacggg c 51 
c2l0> 1838 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4329€921 
<400> 1838 

gcacaatggc tttatttgtc actgagtggc ggaccaggcc -tacacpoccga g SI 

<210> 1839 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43296921 
<400> 1839 

agcccgaggg aggaccccag tcacaggttg aaaggggtgc ttgagccctt SO 

<210> 1840 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43296921 
<400> 1840 

gttgaaaggg gtgcttgagc ccttttt-ttc cagaagagca gagaaaatct c 51 

<210> 1841 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (25) . . . (26) 

<2 23> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0)...(0) 

<223> Accession number cg43927025 
<400> 1841 

tataattact ttagctgcac taacatacaa tgcttgttaa tggttaatat 

<210> 1842 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 923662 
<400> 1842 

gatttcatca acatacaagc caaacgaaga tcccatttca attagatata c 

<210> 1843 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

* 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923662 
<400> 1843 

tagatatacc actcaagaga atctctaaag atcttcaoat ttttccatct t 

<210> 1844 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923662 



PCT/US00/35498 



50 



51 



51 



<4O0> 1844 

attotgataa ttttcacgtc 

<210> 1845 
<211> 50 



atgaattatt agtctttgat ttcttttccc a 



51 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4330S744 
<400> 1845 

ggaagctgtg gtccgataaa gcctgcgcag cctgtttgtt ggtgacaarcc 50 

<210> 1846 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43951711 
<400> 1846 

tataatcaaa ggtactatta ttgattacaa tttattttaa agtcaggaaa a 51 



<210> 1847 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<22 3> Nucleotide deleted between bases 25 and 2*6 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969804 



<400> 1847 

ccactttccc tggggtattg ctttgccctg tgcctcccac cccaggaagc 50 

<210> 1848 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg439698 04 
<400> 1848 

ttcoccaggg acaaccatcc tctcctgtgt cccctgcccc ccacactgag 50 

<210> 1849 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 96 9 8 04 



<400> 1849 

gtttaatggg accatcaccg tgatagccca tcacagcagt cccaggctgg a 51 

<210> 1850 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43929210 



<400> 1850 

ctaaggaaac aggacttggg caaaattttt ttattatgaa gatacagatc t 51 

<210> 1851 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> <0) . . . (0) 

<223> Accession number cg43929210 
<400> 1851 

aaacaggact tgggcaaaat ttttttatta tgaagataca gatctaagaa c 51 



511 



jcrvvnrv ^wn 



WO 01/47944 



PCT/USOO/35498 



<210> 18S2 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 
<400> 1852 

cggccaaggc cagcgctcca tggcgcccag cgggctgggg cggggcgggg SO 

<210> 1853 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele * 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<22 3> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43998672 
<400> 1853 

cagtgaagtc ttgcatgaga ctcccatcca gcggagttct ccaagctgca 50 

<210> 1854 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

• 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 
<400> 1854 

cgcagaggct cactgggaaa ccttgcctca ocgggcctgg attgggcatc 50 
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<210> 1855 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 
<400> 1855 

a 9tggctggg ccataggtgc acatgctcac cgagccactg ctggggaagg 50 

<210> 1856 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42886248 
<400> 1856 

ttaatataac tatctggtaa ttatatctat gtttactaac aattttacaa c 51 

<210> 1857 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955809 
<400> 1857 

ttcccccccg ottttttttt ttttttgact ttgccttgga gagccagagc 50 

<210> 1858 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43955809 
<400> 1858 

tcccccccgc tttttttttt tttttgactt tgccttggag agccagagct 50 



<210> 1859 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43955809 
<400> 1859 

gatgtaaaac caactccccg cccccaaaaa aattaaaata gtcacattgg t 51 



<210> 1860 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc^feature 
<222> (0) ... (0) 

<223> Accession number cg43955809 
<400> 1860 

aactcaagga gtgaaaatca ggaggtgtaa taaaatgttc ctcgcattoc c 51 



<210> 1861 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41382080 
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<400> 1861 

acacaatcat tgactattag aggcccgagg agaatgaggc ctggcctggg a 

<210> 1862 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41382080 
<400> 1862 

atgaggcctg gcctgggagc cctgtaccta ctagaagcac attagattat c 

<210> 1863 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4392S670 
<400> 1863 

attaaaaaag cactcccaat acccccattc cataggatta acagctagta t 

<210> 1864 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 1864 

ccaggtatat gtacattttt ttagggactt agaccttatc tccataaaca t 

<210> 1865 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <2€) ... (0) 

<223> single nucleotide polymorphism 
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51 



51 



51 
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<221> mis c_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43925-670 
<400> 1865 

aaagataatg tttatttatt ttttctaatt atagaagfctg tagatgcaaa a 51 



<210> 1866 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 925670 
<400> 1866 

aagataatgt ttatttattt tttcatatta tagaagttgt agatgcaaaa t 51 

<210> 1867 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42701070 



<400> 1867 

aaccatggga agcagggggc atggcactgg atctgaaagg gaccggctaa 50 

<210> 1868 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933380 



<400> 1868 

ttttaagtcc aattttgaaa agcttccaga atttctbctg aaattact«:a a 51 

<210> 1869 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933380 
<400> 1869 

tttaagtcca attttgaaaa gcttggagaa tttcttctga aattacttaa a 51 

<210> 1870 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25)...<26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933380 
<400> 1870 

ccgttcattc tcacatacac attgtacacc ctaatgtaac aggtagtttc 50 

<210> 1871 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933380 
<400> 1871 

ttactgtatg cataaactta caaaacacat atgctatacc aaggcagaga a 51 

<210> 1872 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . <0) 

<223> Accession number cg43933380 



<400> 1872 



atatgctata ccaaggcaga gaaaaaaaaa aaagtgaagt ggctacaaag g 



51 



<210> 
<211> 
<212> 
<213> 



1873 

51 

DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42489246 
<400> 1873 

gttgcagtga gccaagatcg tgccattcca cfcccagoctg ggtgataggt g 51 

<210> 1874 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (0) . ... (0) 

<223> Accession number cg43931810 
<400> 1874 

cacaccatga ggagcgaggg ctcaggtctc cccagggccc tggaaatcca t 51 

<210> 1875 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc — feature 
<222> (0) . . . (0) 

<223> Accession number cg43956260 
<400> 1875 

atgaaagagg gcgtatatct caaaaataaa aaaaaaaaaa ggataaaaaa t 51 

<210> 1876 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956260 
<400> 1876 

atatctcaaa attaaaaaaa aaaaaggata aaaaattagc cttgagttct 50 

<210> 1877 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0)...(0) 

<223> Accession number cg439562€0 
<400> 1877 

tttttttttt tttttcctct ttcaaaaaaa ttttatttta agtccttagt g 51 

<210> 1878 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956260 
<400> 1878 

taagtcctta gtgaatatct aagagaaaaa tataaagtgc ttggctttag a 51 

<210> 1879 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 082514 
<400> 1879 

tgattgctgt gtccaactcc agtaccfcgga gcttctcttt aactcaggac t 51 



519 



WO 01/47944 



PCT/tfSOO/35498 



<210> 1880 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43082514 
<400> 1880 

gttgttatta catccttgtg gcacattttt tttttaattt tgtaaaggtg 50 

<210> 1881 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43082514 
<400> 1881 

acatccttgt ggcacatttt ttttttaatt ttgtaaaggt gaaaaaagct 50 

<210> 1882 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43082514 
<400> 1882 

catccttgtg gcacattttt tttttaattt tgtaaaggtg aaaaaagctt SO 
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<210> 1883 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 082514 
<400> 1883 

atccttgtgg cacatttttt ttttttaatt ttgtaaaggt gaaaaaagct t 51 

<210> 1884 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg430825l4 
<400> 1884 

gtgaaaaaag cttttatgag ctcatctagc aatcagattt tcctgtggat t 51 

<210> 1885 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide ■ polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43983653 
<400> 1885 

caaatgtaca tatttacaca cgtccttatg tgttcacaca tgacttaatg g 51 

<210> 1886 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43983653 
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<400> 1886 

aaatgtacat atttacacac gtocttatgt gttcacacat -ga?ct^aa£gg t: SI 

<210> 1887 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983653 
<400> 1887 

gaggttgccg ggttcttaag gcagcgggca cggccggcgt ggactgggca 50 

<210> 1888 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 983653 
<400> 1888 

ggcttgaggg ggtggtgggc gccgacaagg cactgtataa ataaatgcaa 50 

<210> 1889 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 983653 
<400> 1889 

agctcctctg aggctgaggg agcattgocc cgaaggaccc cacfcfctectt c 51 
<210> 1890 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42918267 
<400> 1890 

taagctaaaa acaaaatcaa ccgggtcccc agcttttcag aactgcaggg a 51 

<210> 1891 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg42918267 
<400> 1891 

aaatcaaccg ggaccccagc ttttcggaac tgcagggaaa cagccatcat g 51 

<210> 1892 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4291826 7 
<400> 1892 

ggaccccagc ttttcagaac tgcagagaaa cagccatcat gagtgaggtc a 51 

<210> 1893 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg3OO0751 
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<400> 1893 

tcacccafcct cagcaagccc agaagcatct gcaatatcta cgatggect<: g Si 

<210> 1894 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3000751 
<400> 1894 

agcccagaag tatctgcaat atctatgatg gcctcgocct ttgctfctact g 51 

<210> 1895 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 510640 
<400> 1895 

gatagagtac gtgggataca ggtcatgggc agactcctgg cctcaatgat g 51 

<210> 1896 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43510640 

* 

<400> 1896 

cctcaatgat gcctcctgat ctatccctag gcctggacga ccaacactgg g 51 



<210> 1897 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



524 

INSDOCIC* <WO -01 47944 A2_l_> 



WO 01/47944 



PCT/US00/35498 



<221> misc 
<222> (0) .". . (0) 
<223> Accession number cg44339782 



ggtcatgggc agactcctgg cctcaatgat g 



<400> 1897 

gatagagtac gtgggataca 

<210> 1898 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44339782 
<400> 1898 

cctcaatgat gcctcctgat ctatocctag gcctggacga ccaacactgg g 

<210> 1899 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (16) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43978774 
<400> 1899 

tttttttttt tttttttctc atttaaaaat atttattgag c 

<210> 1900 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922672 
<400> 1900 

cacccagcaa aaggttgttc ctaaagtaag ggcagagtca cacgggggca g 

<210> 1901 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 



51 



41 



51 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) (0) 

<223> Accession number cg43922672 
<400> 1901 

tcctaaaata agggcagagt cacactgggg cagctgatac aaattgcaga c 51 

<210> 1902 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42271251 
<400> 1902 

ttgttcaaga gttccctatc actcttttaa tcaotactca cagtaacctc 50 

<210> 1903 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42908571 
<400> 1903 

tttatgtaag tcatatttat attttaagaa gtaccacttg aaacatttta 50 

<210> 1904 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (2€) 

<223> Nucleotide delated between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42908571 
<400> 1904 

ctgaggctca ttctgccctc gagccaccgg gaacgaaaga gaagctctat 50 

<210> 1905 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42887911 
<400> 1905 

acagtccttc cgtgaggcct gggggacatc tgtgccttat ttatacttat t 51 

<210> 1906 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43994858 



<400> 1906 

cagcaaattg tccctgcttt agtcatagca atttttcatg tcctctgttg c 51 

<210> 1907 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43987278 
<400> 1907 

gagttgatct gattggctag ttcagcccag cctacctgat tggacagagc 50 
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<2X0> 1908 

c211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43987278 
<400> 1908 

acagagtaac aaagattttt ctttaataaa tgtatttcaa cgaaaatgaa 50 

<210> 1909 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 98 7278 



<400> 1909 

cagagtaaca aagatttttc tttaataaat gtatttcaac gaaaatgaac 50 

<210> 1910 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mi s c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43091826 
<400> 1910 

cttctaacca ccctgt-ctcc agctgtctgc acacatggac agggacctgg 50 
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<210> 1911 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43091826 
<400> 1911 

gacagggacc tgggaaaggt gggagggatg ctgagcccag cgaatcctct 

<210> 1912 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43091826 
<400> 1912 

cctgggcagc gctcgcccgg ggagtccagc ggtgtcctgt ggagctgccg 

<210> 1913 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926168 
<400> 1913 

attccggttt tttttttttt ttttttggca ttttcaagat tttattgtaa 

<210> 1914 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... <0) 

<223> single nucleotide polymorphism 

<221> tnisc_feature 
<222> (0) . . . (O) 

<223> Accession number cg43278750 
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<400> 1914 

» 

agttctctaa atgttgcttt tctcaaoctg tttatccata fcttcaafccct t 51 

<210> 1915 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43278750 
<400> 1915 

tctaaatgtt gcttttctca gcctgcttat ccatatttca atcct£ggaa c Si 

<210> 1916 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43278750 
<400> 1916 

atccatattt caatccttgg aactgcccag ctcccatgac tctatgcoca c 51 

<210> 1917 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43278750 
<400> 1917 

ccatatttca atccttggaa ctgtctagct cccatgactc tatgoccacc a 51 

<210> 1918 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg43278750 
<400> 1918 

tatttcaatc cttggaaotg tccagttccc atgactctat gcccaccaag c 51 

<210> 1919 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43278750 
<400> 1919 

atttcaatcc ttggaactgt ccagccccca tgactctatg cccaocaagc t 51 

<210> 1920 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43278750 
<400> 1920 

ttggaactgt ccagctccca tgactgtatg cccaccaagc tcttgaattt t 51 

<210> 1921 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s apiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number <cg43278750 
. <400> 1921 

ctctatgccc aocaagctct tgaatgttot catttcttca cctacaaccc t 51 

<210> 1922 

<211> SO 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41657511 
<400> 1922 

ttgagcattt tttttttagg atgggggtgc gtgaggttet ctcagcccacf SO 

<210> 1923 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

• 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg416S7511 
<400> 1923 

tttttttttt aggatgggag gtgcgagagg ttctctcagc ccaggggggt g 51 

<210> 1924 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg41657511 
<400> 1924 

ttttttttta ggatgggagg tgcgttaggt tctctcagcc caggggggtg c 51 

<210> 1925 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg41657Sll 
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<400> 1925 

gtaaggacag cctfccactgt gcctttgagc tgctttccgc tccctgggct c 51 

<210> 1926 

<211> 50 

<212> DNA 

<213> Homo sapiens 

c220> 

<221> allele 

<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41657511 
<400> 1926 

tggcagggat gttctagaaa tggggttggt tcctctagct accccaaatg 50 

<210> 1927 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__£eature 
<222> (0) . . . (0) 

<223> Accession number cg43929155 
<400> 1927 

aactgaacat tccagagcgt gtagttaatc acgtaaagct agaaatgatc c 51 

<210> 1928 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933187 
<400> 1928 

tttttttttt tttttttttt ttttttcaat gtttagaaca ttttattaaa g 51 

<210> 1929 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism . 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933187 
<400> 1929 

tagacacagc caaagtgttt ttctttggcc tctgatgatt tgagaagatg a 51 

<210> 1930 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ; .-.MO) j "■ 

<223> Accession number cg43 951261 
<400> 1930 

cttgtagaat tgttatagac tgccggcatt agcacagatt ttaattgtca 50 

<210> 1931 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
c222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40915009 
<400> 1931 

gaccagccag ggcaacatgg tgaaacccca tctctactaa aaaacaaaaa 50 

<210> 1932 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . <0) 

<223> Accession number cg40915009 
<400> 1932 

ggtgaaaacc ccatctctac taaaatacaa aaaattagcc aggtgtggcg g 51 

<210> 1933 

<211> 51 

<:212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg40915009 
<400> 1933 

gctacttagg aggctgaggc aggaggatca cctgaacaca ggaggtagag g 51 

<210> 1934 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40915009 
<400> 1934 

taggaggctg aggcaggaga atcacttgaa cacaggaggt agaggctgca g 51 

<210> 1935 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg4 0915 009 
<400> 1935 

aggctgaggc aggagaatca cctgagcaca ggaggtagag gctgcagtga g 51 

<210> 1936 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<223> singLe nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40915009 
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<400> 1936 

tgaggcagga gaatcacctg 



51 



<210> 1937 
<211> 51 
<212> DNA 
<213> Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43993971 
<400> 1937 

tttttacctc ctccgtggca tctttgtttt tctacatggg atgtgaacaa c 

<21G> 1938 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43930054 
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<400> 1938 
tggctggcag 



aggagagctg gggagctgca gcctttacag cagacagcag 



50 



<210> 1939 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969064 
<400> 1939 

agaaacacat tagggatcat attcacagac aaaaaccttt acattttctt a 
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• 

<210> 1940 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i en s 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44001328 
<400> 1940 

tgtggaagat aagagttaga gaoctaggcc tcctggtcag tggagccctt g 51 

<210> 1941 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44001328 
<400> 1941 

cctcggcctc ctggtcagtg gagccttggc ctcatgcctg gtgggctaag 50 

<210> 1942 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44001328 
<400> 1942 

ggtaggggag gccttggctt ggcccagcag ctccagggcc ctgagttcct 50 

<210> 1943 
<211> 50 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44001328 
<400> 1943 

agcagctcca gggccctgag ttcctccaga ggctgga^ag caggcagotg 50 



<210> 1944 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
.<222> (0) . . . (0) 
<223> Accession number cg43958501 

<400> 1944 

tcacatagaa aagctaaaga caaaacactg gtaccaaaca tagcccttag g 51 



<210> 1945 

<211> 44 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (19) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958501 
<400> 1945 

tttttttttt tttttttttt ttgaaaatac tggatttaat agaa 44 

<210> 1946 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 
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<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004587 
<400> 1946 

tgtttatcac agcctactaa aaacaagagt ttcactcatt tgttcaaatt 50 

<210> 1947 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> {26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . {26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004587 
<400> 1947 

gcaaagatta aattaagttt tatttctcgc tctcatttta caataatctc 50 

<210> 1948 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004587 
<400> 1948 

aaagtcattc taagtttgtt aagcacataa atttttctgt aatcatttac c 51 

<210> 1949 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004587 
<400> 1949 

gtacaatttt taacattaat atacatattc cataatctca tctatttaac a 51 
<210> 1950 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004587 
<400> 1950 

ttcctgactc tgtaggacag tggtctcagt tgggggttga cfcctgtecccc 50 

<210> 1951 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004587 
<400> 1951 

accgagtggg actcaattcc catttatgaa cacctctgtg ctcactgtaa 50 

<210> 1952 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004587 
<400> 1952 

atatcattta atttcccttg aaccttgctc tgctagttta atotgctaat a 51 

<210> 1953 
<211> 51 
<212> DNA 

<213> Homo' sapiens 
<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43255138 
<400> 1953 

cgtgtccatg gcgggggttc tccaacacac tcacactgtc catgttcttt t 51 

<210> 1954 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42711479 
<400> 1954 

cttgaggaaa cttcggttgc agattaagca tttcaggttg tgcattttgt 5 0 

<210> 1955 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42711479 
<400> 1955 

gatgcatgta gtagcctttc ctgataacag aacacagatc tcttgttcgc a 51 

<210> 1956 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43919167 
<400> 1956 
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<210> 1957 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43145505 
<400> 1957 

ttaaacagca tgcattgaac tgaaagataa. ctgagaaaat gaaagotcac 50 

<210> 1958 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918241 
<400> 1958 

acctagagag agaaaaaatg cttttctttg tgaaaaatct gaattcctgt 50 

<210> 1959 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . • (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918241 
<400> 1959 

gcacacaaat gttggcaaag tcaaacccca tgaattaaaa cctactggaa 50 
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<210> 1960 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918241 
<400> 1960 

ttctgtatgt gtgtatatat atatatatta tgtacttctg gcaattctat c 51 

<210> 19€1 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43983484 
<400> 1961 

gggactgtgg tgacttctgc tgctgccccg cccctgcccc cagagcgtcc 50 

<210> 1962 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0> . . . (0) 

<223> Accession number cg43983484 
<400> 1962 

tgtgtgtgaa tctgcttttc ctctgcttcg gagggaaatt gtaaatcctg 50 

<210> 1963 

<2ll> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 983484 
<400> 1963 

gtgtgtgaat ctgcttttcc tctgcttcgg agggaaattg taaatcctgt 50 

<210> 1964 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983484 
<400> 1964 

ggccggcggc ggcccgccgc ggggccgcgg cggcgggggc acggtccccc g Si 

<210> 1965 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983484 
<400> 1965 

gccggcggcg gcccgccgcg gggcgccggc ggcgggggca cggtcccccg c 51 

<210> 1966 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mi sc_f eature 
<222> (0) . . . <0) 

<223> Accession number cg43917863 
<400> 1966 

tatacattca gatatgtttg aaacattctt aaggctacaa aacagaacat 50 

<210> 1967 

<211> 51 

<212> DNA 

<213> Homo sapiens 

c220> 

<22l> allele 

<222> {26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43976564 
<400> 1967 

caaacaaatg tacgacaggt cagaagctta agttacaaaa tagagtcaat a 51 

<210> 1968 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 976564 
<400> 1968 

taaaaaaaca taaactttat acagtcattg aaattacgca tttctactca g 51 

<210> 1969 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43916734 
<400> 1969 

cctcatttgg aggaaaaaaa gcatgtattc tagcacaaca agatgaaatt a 51 

<210> 1970 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916734 
<400> 1970 

ttctagcaca acaagatgaa attatagaat acaaaagtgg ctccttcoca t 51 

<210> 1971 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 916734 
<400> 1971 

gcacaacaag atgaaattat ggaatgcaaa agtggctcct tcccatgtgc a 51 

<210> 1972 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916734 
<400> 1972 

ttagcttttt gttgtttttt ttttttcctt ctaacacttg tatttggagg c 51 

<210> 1973 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43090990 
<400> 1973 

ccagagacag gaaagaattt gccttgtccc tgggaactgg tbcaagagac a 51 
<210> 1974 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43090990 
<400> 1974 

attcctatct gtggatgtgt aaatgctggg gggccagccc tggataggtt 50 

<210> 1975 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<22l> misc__f eature 

<222> (0) . . . (0) 

<223> Accession number cg43090990 
<400> 1975 

ctgtggatgt gtaaatggct gggggccagc cctggatagg tttttatggg 50 

<210> 1976 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4395€329 
<400> 1976 

gtaactacag tggcattagg aofctatcgct tagatgacaa tagtgctctt t 51 

<210> 1977 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 



<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43956329 
<400> 1977 

tctgtaaatg tcagtgtctg aacagcaaca caaattcaaa tcafctatacg SO 

<210> 1978 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956329 
<400> X978 

attaaaccaa actcctgtcc aatttgactt atacaacata gbcagtctag a 51 

<210> 1979 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44022982 
<400> 1979 

cagggaggag gggaggtgca gggaaaaggg gccggccfcca gctgtcacca g Si 

<210> 1980 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44022982 



<400> 1980 
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gtcatctggg gocagggctc tctgggtgcc ttcctgctgc cccagccagg g 



51 



<210> 
<21l> 
<212> 
<213> 



1981 

51 

DNA 

Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42922283 
<400> 1981 

atggctgccc tctggcaggg cagggcaggg cagtgacact gtaggagcat a 51 

<210> 1982 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43299934 
<400> 1982 

cttctcaata ggactacagt atggataaag aaaggacttt ctggagagga c 51 

• 

<210> 1983 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4333€163 
<400> 1983 

cgttggaaga ctgagtgccc ggggccagca cagaagccgc gcccaccgoc 50 

<210> 1984 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> ^2-6) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336163 
<400> 1984 

gtctccgccc agctccagtc ctgtgttccg ggoccgcccc ctagcggocg g 51 

<210> 1985 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43336163 
<400> 1985 

tctccgccca gctccagtcc tgtgaaccgg gcccgccccc tagcggccgg g 51 

<210> 1986 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) .-. . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336163 
<400> 1986 

tctcggagcc ccagccggct ccgccgcctt cggcggtttg gatatttatt g 51 

<210> 1987 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336163 

9 

<400> 1987 

ctcggagccc cagccggctc cgcccgcttc ggcggtttgg atatttat-tg a 51 

<210> 1988 
<211> 51 
<212> DNA 
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<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44929725 
<400> 1988 

tcaccaaggt ctctgtgtca aacctatggc cactctatat gcactttgtt t 

<210> 1989 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42859664 
<400> 1989 

agtgtggatg ctggtggcag gagtcaagga ctgtgaagag ctgtcagcat a 

<210> 1990 
<21X> 51 
<212> DNA 

< 2 1 3 > Homo s ap i en s 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg38810367 
<400> 1990 

aggtttcacc atgatggcca ggctggtotc gaactcctaa cctcaagtga t 

<210> 1991 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> <25) . . . X2*) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mi s c_feature 
<222> (0) . . . <0) 
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<400> 1991 

aagattataa atacgagggg gtaagcccac ctgagggcac agaacotttt 50 

<210> 1992 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43995263 
<400> 1992 

attataaata cgagggggta agcccacctg agggcacaga accttttctc SO 

<210> 1993 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43995263 
<400> 1993 

acgtttctga gaactggctg ggggcaggag gcggaccaca cggtgcggcc 50 

<210> 1994 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969763 
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<400> 1994 

ttaagatatc atatgggtca ggtcattttt ttttctgtgc tggttgccac 50 

<210> 1995 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43969763 
<400> 1995 

atatgggtca ggtcattttt ttttttctgt gctggttgcc acatcttagc a 51 

<210> 1996 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969763 
<400> 1996 

caaaaaacta aagcagtttt taaactgata tttacgtaaa gaaaatcata a 51 

<210> 1997 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0). 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918966 
<400> 1997 

cctgatagag gaagaggtgg caggggaaac tgcccagctc aaagccctag t 51 

<210> 1998 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <2-6) . . . (O) 

<223> single nucleotide polymorphism 
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<221> misc_ 
<222> (25) . . . (2*) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43019995 
<400> 1998 

gcccgtggga ccatgactta gggagtggga cccacccacc cccatccagg 50 

<210> 1999 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44910735 
<400> 1999 

ggggtgtctc gggcagagac ccccgcgctt ggggcagctg aggcggccgg g 51 

<210> 2000 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 2579 04 
<400> 2000 

cgggggagac acaaaaggga cccccaaaat ccacatgggg tgctgggaac 50 

<210> 2001 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele* 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_feature 
<222> (0) . . .10) 

<223> Accession number cg432S7904 
<400> 2001 

caaaatccac atggggtgct gggaacccaa aatccagtgg aaggcacatc 50 

<210> 2002 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43257904 
<400> 2002 

cggactctcg ttattggctc tgcggactca gccttccacc cttattgggt 50 

<210> 2003 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> tnisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43257904 
<400> 2003 

aatttagaag tatccccaaa gccaaagagg aaaccaaatg atggaggaga c 51 

<210> 2004 

<211> SO 

<212> DNA 

<213> Homo sapiens 

# 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43257904 
<4O0> 2004 
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<210> 2005 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

c223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43257904 
<400> 2005 

tttttttttt ttttattttt tttttgccca gcagaattct gfcgcttottg g 51 

<210> 2006 
<211> 50 
<212> DNA 

< 2 1 3 > Homo s ap i en s 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> raisc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43257904 
<400> 2006 

tgagattggc tccctggtgg cttggcgggg cctaaggcac aaggcgggct 50 

<210> 2007 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42879455 
<400> 2007 

atagtggctt ctgagcaaag gccaagaaat tattgtgcct gaaatttccc g 51 

<210> 2008 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mi s c_feature 
<222> (0) . . . (0) 

<223> Accession number cg43016269 
<400> 2008 

tacatcatct ggccaggcat ggtcgcttac -g^ctgtaatc ctagcacttt g 51 

<210> 2009 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<2 21> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43931272 
<400> 2009 

ttagggataa aacactaact ctagtccctt taacgggcaa tagcaacttt t 51 

<210> 2010 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931272 
<400> 2010 

cctcactcag agcagccaca cacaggggcc gttgacgctg gaacctcggg c 51 

<210> 2011 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43931272 
<400> 2011 

ggctaatttt tatat-tttta gtagagatgg cgtttcacca tgtggaccag a 51 

<2XO> 2012 
<211> 51 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43931272 
<400> 2012 

tctcagtact cccactcaat ttttttccct actgagatga gggaagcaat t 51 

<210> 2013 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<22 3> Accession number cg44 003408 
<400> 2013 

ggactggaga ctgatgcatg aggggcctac ggaggcgcag gagcggtggt g 51 

<210> 2014 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<:222> (0) . . . (0) 

<223> Accession number cg44001122 
<400> 2014 

agtgtttggg ttttgttttt tctttgagaa aaagaaatgt acaccactcc t 51 

<210> 2015 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957153 
<400> 2015 

gggaccggcg gcggcggogg cggcaocggc ggoggcgtag ggtgttttaa c 51 
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<210> 2016 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957153 
<400> 2016 

ggaccggcgg cggcggcggc ggcaggggcg gcggcgtagg gtgttfctaac 

<210> 2017 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (O) . . . (0) 

<223> Accession number cg43957153 
<400> 2017 

aagtgacgat acttttggcg cgcgcggttg ctgtttcttc tctggctccg 

<210> 2018 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004766 
<400> 2018 

cagattcgaa attctgtgcc atggcgtata tgttcaaatt caaaccattt 

<210> 2019 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<221> misc^feature 
<222> (25) . . . (2-6) 

<223> Nucleotide deleted between bases 25 and 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg440047 , 66 
<400> 2019 

tgtatagtag ggataaaaca ctaactaatg tgtattcatt ttaaattgtt 50 

<210> 2020 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44004766 
<400> 2020 

gtatagtagg gataaaacac taactaatgt gtattcattt taaattgttc SO 

<210> 2021 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43952792 
<400> 2021 

cgccgggccg gggacacccc ggcgcgcccc ctcggtgctc tc:ggaaggcc 50 

<210> 2022 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> misc_teature 
<222> (25)...<26> 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43952792 
<400> 2022 

ccctcggtgc tctcggaagg cccacggctc ccgggcccgc cgggaccccc 50 

<210> 2023 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43952792 
<400> 2023 

aaggcccacc ggctcccggg cccgcgggac cccccggagc cgcctcggcc 50 

<210> 2024 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43952792 
<400> 2024 

ggctcccggg cccgccggga cccccggagc cgcctcggcc gcgccggagg 50 

<210> 2025 
<211> 50 
<212> DNA 

<213> Homo sapiens 

> 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis€_feature 
<222> {25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43952792 
<400> 2025 

cgggcccgcc gggacccccc ggagcgcctc ggccgcgccg gaggagggcg SO 

<210> 2026 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43952792 
<400> 2026 

ccgccgggac cccccggagc cgcctggccg cgccggagga gggcggggag 50 

<210> 2027 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43952792 
<400> 2027 

tataaagttt gtgatcgttg gcggacattt tggaatttag ataatgggct g 51 

<210> 2028 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg43971741 
<400> 2028 

tgagcacagt tatggcagag aagttctccg caccagaatt atccacagca 50 

<210> 2029 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43971741 
<400> 2029 

cacagttatg gcagagaagt ttctcgcacc agaattatcc acagcaactt 50 

<210> 2030 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 
<400> 2030 

cgcaccagaa ttatccacag caactggctg agccccacta cacacagaga 50 

<210> 2031 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> 40) ... (0) 

<223> Accession number cg43971741 
<400> 2031 

ctgagcccca ctacacacag agaaaccatc aacctgactt aagagttttc a 51 
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<210> 2032 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 



<400> 2032 

tgagccccac tacacacaga gaaattatca acotgactta agagttttca a 51 

<210> 2033 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 



<400> 2033 

gacttaagag ttttcaagat gtcaacttca ggctgatcag cagatgggat SO 

<210> 2034 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 



<400> 2034 

cagcagatgg gatgtgaaaa ataotcoota ttotatcatt tgotgttgct 50 

<210> 2035 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 
<400> 2035 

attatagttc atgtcattga aagttaaatt ggtttcattt aaagatcaat 50 

<210> 2036 

<211> 50 

<212> DNA 

<213> Homo sapiens 

♦ 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25)...<26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 
<400> 2036 

atgtcattga aagtttaaat tggttcattt aaagatcaat atactaggtc 50 

<210> 2037 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 
<400> 2037 

attgaaagtt taaattggtt tcattaaaga toaatataot aggtctgcct 50 

<210> 2038 
<211> 50 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43119489 
<400> 2038 

ggtctcagcg gccggcagac gtgagcgctt ccgagcgcag gcctccgccg 

<210> 2039 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4311948 9 
<400> 2039. 

agacgtgagg cgcttccgag cgcagcctcc gccgccacag ccgccttccg 

<210> 2040 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43123314 
<400> 2040 

tggacattcc taggaaaccc agaggtggag gtgggggccc cacggctaaa 

<210> 2041 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921754 
<400> 2041 

ccgcgccacc occggccccg cgccagcagc ccctcgccgc gcgtccagcg t 51 

<210> 2042 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921754 
<40O> 2042 

cggccagcag cctccccata cgcagtcctg ctggaccgcc ccgtcgcgcc 50 

<210> 2043 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921754 
<400> 2043 

agctccgccg ccccgaaact ttcacgcgag cgggaaatat gggatgtata 50 

<210> 2044 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26)... <0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (2*6) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 921754 
<4.00> 2044 

ccgccccgaa actttcaccg cgagcggaaa tatgggatgt ataaaatcaa 50 

<210> 2045 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2*6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922705 
<400> 2045 

gagagcctct cggcaggcgg gggggtcctc tcctccagaa caaaaggcac 50 

<210> 2046 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44019155 
<400> 2046 

aatccacgtt tatttttcct gtgtccgaag tgttctatgt aatgacattg a 51 

<210> 2047 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44019155 

• 

<400> 2047 

ctctotgaaa otg-t-cat-ttt gagtctgtt*t cacct-tgcag gatgotca-ca c 51 
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<210> 2048 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44019155 
<400> 2048 

ctctctgaaa ctgtcatttt gagtctgttt caccttgcag gatgctcaca c 51 

<210> 2049 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44019155 
<400> 2049 

cacacatctc cctctccacc tttttgcctt aaattcatta aaagcattgc 50 

<210> 2050 

<211> 51 

<212> DNA 

<2i3> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43241753 
<400> 2050 

ccacagcccc tttctctgtc ttttctttta tttcagctac ccatccagtg g 51 

<210> 2051 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2-6) . . . (0) 
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<223> single nucleotide polymorphism 

<221> misc_f-eature 
<222> (25) . . . (216) 

<223> Nucleotide deleted between bases 25 and 2*6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43241753 
<400> 2051 

gctgcaccgg ccgctttccc ccaccgtgcc gggaggcctt ccctgcgctt 50 

<210> 2052 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43241753 
<400> 2052 

accggccgct ttcccccacc cgtgcgggga ggccttccct gcgcttgcgg c 51 

<210> 2053 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43 94774 9 
<400> 2053 

cttecatctg ggagccccaa gagggcctgg gaaggggggc catagcccat c 51 

<210> 2054 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 94 7 74 9 
<400> 2054 

ttccatctgg gagccccaag agggggtggg aaggggggcc atagcocatc a 51 
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<210> 2055 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43947749 
<400> 2055 

aggtctactc cctcctcacc ccacctggag ggccagggga gtggagagag 50 

<210> 2056 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43932396 
<400> 2056 

cccaatgcca cattgcgcat agctgtagaa gtccttaaca tttccctacg t 51 

<210> 2057 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43932396 
<400> 2057 

acagggagtc agggagggcc tgggggacag cggaaaggtt aagcgtcgaa 50 

<210> 2058 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932396 
<400> 2058 

agagatcatc tgagggggag gctccggtgg gacagtcacc aagaactgtg 50 

<210> 2059 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957447 



<400> 2059 

atgttgtcat tgatataaac ctgtttggtt cagcaaacaa actaaaatga t 51 

<210> 2060 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223>* Accession number cg43930359 
<400> 2060 

gcatgaggag atggagggcg ggactggccg cccagcccct tgactccagc 50 



<210> 2061 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43930359 
<400> 2061 

ccttgactcc agcctcgacc gccagcccca ggocagagcc acccaatgaa 50 

<210> 2062 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 965549 
<400> 2062 

ccatgtttgc tctaaattaa gacaggcatt gatctcctgg aggctggttc t 51 

<210> 2063 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (O) . . . (0) 

<223> Accession number cg4396554 9 
<400> 2CH63 

caggtgacgt gattctaagg caggatttga gagttcacag aaggatcgtg 50 

<210> 2064 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> ^25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (0)...(0) 

<223> Accession number cg439€SS49 
<400> 2064 

aaacatttta tactgtacat gctatctgaa gacattcaaa acgtgatgtt SO 

<210> 2065 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43965549 
<400> 2065 

atttttgtac atcccaaagg atgagcatgt gacctttaag aaaaatgaaa a 51 



<210> 2066 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965549 



<400> 2066 

tttttgtaca tcccaaagga tgagactgtg acctttaaga aaaatgaaaa c 51 

<210> 2067 
<211> 51 
<212> DNA 

<213> Homo sapiens 

<220> 
. <22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965549 



<400> 2067 

tgtacatccc aaaggatgag aatgttgacc tttaagaaaa atgaaaactt t 51 

<210> 2068 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
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<222> 
<223> 



(26) . . . (0) 



single nucleotide polymorphism 



<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965549 
<400> 2068 

agtagtctta tgtaaagtat gttttacatt atgcaaataa aacccaatac 50 

<210> 2065 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926820 
<400> 2069 

tctcagcatg aactcctgag tgaaggctct ccfrcagcgtg actcaggaac a 51 

<210> 2070 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43329922 
<400> 2070 

ctggcacctc tggagagggc agagctcctc agaagagctg gcctgaggaa 50 

<210> 2071 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> <25) . . . <26) 



<220> 
<221> 



allele 
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<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43292279 
<400> 2071 

ccgagcctga actgagcccc agcggctggc gggccttttt cctgcgfcccc 50 

<210> 2072 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg432922 79 
<400> 2072 

ctgtcctgcc cgtgagggtg gggggaccgg gcccctctct agggacccct 50 

<210> 2073 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43292279 
<400> 2073 

gcccacccgc cttgtgagat ggaattgtaa taaaccacgc catgaggaca c 51 

■ 

<210> 2074 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43292279 
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<400> 2074 

accacgccat gaggacaccg ccgccgcctc ggcgcttoct ccaccgaaaa 50 

<210> 2075 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43928793 
<400> 2075 

ttctgtgccg accacgcccc aggactccgg agcgccctgc agggocgggc 50 

<210> 2076 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43069976 
<400> 2076 

ggtccctgga gctccgcact tggcgcgcaa cctgcgtgag gcagcgcgac 50 

<210> 2077 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number -cg43069976 
<400> 2077 

aaatgctgta gtgttgaata cttggctcca tgagccatgc ctttctgtat a 51 
<210> 2078 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43069976 
<400> 2078 

aatgctgtag tgttgaatac ttggtcccat gagccatgcc tttctsrtata g 51 

<210> 2079 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43069976 

■ 

<400> 2079 

tctaaatctt gggagaaaaa ataatattag gaaaaaaata tttatgcagg a 51 

<210> 2080 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957648 
<400> 2080 

gagcagacac agtacctgat ccaacgccac aaggcaaatc tatggccatc a 51 

<210> 2081 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 
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<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957648 
<400> 2081 

ccaggcgtag ctcatgaggg ccacgcggcg gctggagccc ccgtgagcaa 50 

<2X0> 2082 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957648 
<400> 2082 

caggcgtagc tcatgagggc cacgcggcgg ctgg'agcccc cgtgagcaat 50 

<210> 2083 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957648 
<400> 2083 

cgtagctcat gagggccacg ccggctgctg gagcccccgt gagcaatact g 51 

<210> 2084 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> XO) . . . <0) 

<223> Accession number cg43957648 
<400> 2084 
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<210> 20B5 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

c223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43957648 
<400> 2085 

aggtctttat tgaaagtggc aggggctctc aatgttctat gaaaaotaac 50 

<210> 2086 

<21X> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

i 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957648 
<400> 2086 

ggtctttatt gaaagtggca ggggctctca atgttctatg aaaactaaca 50 

<210> 2087 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg432S7€03 
<400> 2087 

aactccaggt otaaacagct gacocagtga fcggggaattt atccgtgacc SO 
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<210> 2086 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> {26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (2S) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43257603 
<400> 2088 

ccaggtctaa acagctgacc cgagtatggg gaatttatcc gtgaccaatt 50 

<210> 2089 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43257603 
<400> 2089 

gacccgagtg atggggaatt tatccttgac caatttatcc ttgaccaata a 51 

<210> 2090 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43257603 
<400> 2090 

cccgagtgat ggggaattta tccgttacca atttatcctt gaccaataac c 51 

<210> 2091 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4325?603 

• 

<400> 2091 

gaccaataac ctaattgtct attcctgagt tataaaagtc cccatcctta t 51 

<210> 2092 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43257603 
<400> 2092 

accaataacc taattgtcta ttccgtagtt ataaaagtcc ccatocttat t 51 

<210> 2093 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43257603 
<400> 2093 

agctctactg gaattttcat acacgtaaat gcagaagtta ctaagtatta 50 

<210> 2094 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43257€03 
<400> 2094 

atcaaggtga ctaagaaaat cagttctgta aataaaaaca agcagcataa a 51 
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<210> 
<211> 
<212> 
<213> 



2095 

51 

DNA 



Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43984889 
<400> 2095 

tctagaaagt tctattagtc gtgatctcgt cttgttttgc tttgtatttt g 51 

<210> 2096 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<2 21> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43984889 
<400> 2096 

ctgggactaa atcatcaggg catggcacct gatgtcttcc actttcaggg ■ 50 

<210> 2097 

<2il> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984889 
<400> 2097 

tgggactaaa tcafccagggc atggcacotg atgtcttcca cttt-cagggt 50 

<210> 2098 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg425O6800 
<400> 2098 

catcgccgac tctgcccaga ctcttcgagc cggggcaccc ttcaaaococa g 51 

<210> 2099 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947829 
<400> 2099 

tcattccaac agctttacea ggcttggcca acccaataag ttacacactc a 51 

<210> 2100 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg38438124 
<400> 2100 

gcctcggaca gacatgaaca ttggatggac agaggtggct tcggtgtagg a 51 

<210> 2101 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 
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<400> 2101 

aatcagccta ttataatttt tttttatgac tgaactacta taaatccaca 50 

<210> 2102 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) . . . {O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43917871 
<400> 2102 

atccacaagc aacggttcag acacgttgct tctgaagtgt ttcacccctc c 51 

<210> 2103 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 
<400> 2103 

gaagtgtttc acccctcccc gccagcgcaa gctgcatcaa ggagagggtg 50 

<210> 2104 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 
<400> 2104 

ttcacccctc cccgccaggc gcaagtgcat caaggagagg gtggactccc 50 

<210> 2105 
<211> 46 
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<212> DNA 

<213> Homo ^sapiens 

<220> 

<221> allele 
<222> (21) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 990838 
<400> 2105 

tagatttttt tttttttttt tttgttgaca caaaatcttt ttattc 4€ 



<210> 2106 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43945404 
<400> 2106 

tagtaatcat tggatgcatg atgggcaggg ccggtgatgg tgcctccccc 50 

<210> 2107 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43945404 
<400> 2107 

cattggatgc atgatggggc agggcggtga tggtgcctcc cccfctgctgg 50 

<210> 2108 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) . . . <0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43945404 
<400> 2108 

ctttcaccgc tcattatgta gtctgctaca gccctcaaaa acagcttata 50 

<210> 2109 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945404 



<400> 2109 

ctcattatgt agtctggcta cagcctcaaa aacagcttat actcttaaga 5 0 

<210> 2110 

<211> 51 

<212> DNA 

<213> Homo sapiens 

i 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933472 



<400> 2110 

gtgactaaag caacagtaag cagtaaggtg cactgaagta catactgccg c 51 

<210> 2111 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleoti-de polymorphism 

<22i> mis cofeature 
<222> (0) . . . (0) 
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<223> Aooession number -cg43933472 

<400> 2111 

tccaaacggc tcaaaggagt caaagcggat aagocaagac gggctggaga c 51 

<210> 2112 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

■ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933472 
<400> 2112 

gatgctgaca tgctgtagaa ggaaacagaa ttgtatactt tcfccatttaa a 51 

<210> 2113 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42923882 
<400> 2113 

cacacatggg gctccccagg caaggcacct gctgacagag gtgaaggcga 50 

<210> 2114 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929069 
<400> 2114 

aatgaaccaa attacccaaa caaaagaaac atggcaatat aaaaatgtta a 51 

<210> 2115 

<211> 51 

<212> DNA 

<213> Homo sapiens 

58* 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44131795 
<400> 2115 

ccacaggaat taacggaaga agtgtgtaca atttttgagc tatgctcttt a* 51 

<210> 2116 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc^feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917159 
<400> 2116 

ccataagcag aacaagaacc aaatcaacgt cttaacgcgt atagagagat 50 

<210> 2117 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mxsc_ 
<222> (0) . . . (0) 

<223> Accession number cg43917159 
<400> 2117 

taagcagaac aagaaccaaa tcaaaacgtc ttaacgcgta tagagagatc a 51 

<210> 2118 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (2€) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc 
<222> (0) . (0) 

<223> Accession number cg43917lS9 
<400> 2118 

tgcagaatgt tgttggttac tgttgtcccc gagcccctca 

<210> 2119 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43917159 
<400> 2119 

aagcaattct acctgccttg gcctctcaaa gtgctagaat ta?caggcata a 

<210> 2120 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917159 
<400> 2120 

cttggcctcc caaagtgcta gaattgcagg cataagccac cacgcctggc c 

<210> 2121 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0)^ 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg42703622 



50 



51 



51 



<400> 2121 

ggaaacttag tgtgccttgg 
<210> 2122 



aaaagccgca agttgcttac tccgagtagc 



50 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44932781 
<400> 2122 

agaccaaatg cagagaagcc ggtagaaccc gaggccacgg aggctgctgg 50 

<210> 2123 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934426 
<400> 2123 

gcactggcag cctgctgtgc aggggaagca gcatccacag ggggcatcca g 51 

<210> 2124 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) . 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43987006 
<400> 2124 

ccatgattca ggggcacagc tgcccagcag acacacactt tcatacgcac 50 

<210> 2125 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) . . .«0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43933478 
<400> 2125 

tttttttttt tttttttttt tttttttgaa gagattcctg tcatttaatt a 51 

<210> 2126 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22X> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44131752 
<400> 2126 

acatgtttcc acttaatacc agagaccccc cccttcocct ccoccttocc SO 

<210> 2127 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> raisc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44131752 
<400> 2127 

ccacttaata ccagagaccc cccccttccc ctcccccttc ccctccocct 50 

<210> 2128 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> sdLngle nucleotide polymorphism 
<22l> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg44131752 
<400> 2128 

attgcaataa aacaaacctt tctcttcaca aacacaccaa agctttattc a 51 

<210> 2129 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44000392 
<400> 2129 

ctagaccgat ctccggggag ccccgagtag gcgagcggcg gccgccagct 50 

<210> 2130 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44000392 
<400> 2130 

ccccggagta ggcgagcggc ggocgcagct agttgagcgc accccccgcc 50 

<210> 2131 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi«c__feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 
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<223> Accession number og44000392 

<400> 2131 

cccggagtag gcgagcggcg gocgrcagcta 

<210> 2132 
<211> 51 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44000392 



PC17CS00/35498 



50 



cocagcgcgc cgcggcgggc g 



<400> 2132 

gccagctagt tgagcgcacc ccccggccgc 

<210> 2133 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . J (0) 

<223> Accession number cg44000392 
<400> 2133 

ccagctagtt gagcgcaccc cccgcgcgcc ccagcgcgcc gcggcgggcg c 

<210> 2134 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



51 



51 



<221> misc 
<222> (0) .". . (0) 
<223> Accession number cg432 914*63 

c400> 2134 



50 



<210> 2135 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43291463 
<400> 2135 

ccttgactcc aagcctgtcc gccaggctgc ttcggggccc atggccacca g 51 

<210> 2136 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43007055 
<400> 2136 

tttgttggag tggtgccagg tactgttttg gagaacttgt ctacaaccag 50 

<210> 2137 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43007055 
<400> 2137 

gattgatttt aaagatgtct tttttatttt actttttttt aagcaccaaa 50 

<210> 2138 

<211> 50 

<212> dna 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> mi sc^feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43007055 
<400> 2138 

tgtctttttt tattttactt tttttaagca ccaaattttg fctgttttttt 50 

<210> 2139 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele I 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 007055 
<400> 2139 

tttttttaag caccaaattt tgttgttttt ttttttctcc cctcoccaca g 51 

<210> 2140 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43007055 
<400> 2140 

caccaaattt tgttgttttt ttttttctcc cctccccaca gatcccatct c 51 

<210> 2141 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43007055 
<400> 2141 

caccaaattt tgttgttttt ttttttctcc cctcoccaca gatcccatct c 51 
<210> 2142 
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<212> DNA 
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<220> 

<221> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43007055 
<400> 2142 

gtctttgaga ataaaggaaa aaaaaatctt cagatgcaat ggttttgtgt a 51 

<210> 2143 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 007055 
<400> 2143 

gtgccgctgc cgctgttgcc gccgcgctgc tgctgctgct cgccccgtcg 50 

<210> 2144 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43925513 
<400> 2144 

tgaattattt attcctctct tccatagatg aggcttatcg tgtcaaatcc 50 

<210> 2145 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<22l> allele 
<222> (26) . . - (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43925513 
<400> 2145 

tggaaggact gtgttgtgca gctgccatag ctataatttt ataagtctgc 50 

<210> 2146 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43336176 
<400> 2146 

tgcccctcag ttgagtgggc agggcggggg tggtccagcc ctcgcccggc 50 

<210> 2147 
<211> 50 
<212> DNA 

<213> Homo sapiens 

* 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . - (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43982923 
<400> 2147 

tccgacttct gtccgcccta ggcccgggac ccccggcctc caggctgggg SO 

<210> 2148 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982923 
<400> 2148 

tccgccctag gccccgggac ccccgcctcc aggctggggc ctggcctatt 50 

<210> 2149 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43982923 
<400> 2149 

cgggaccccc ggcctccagg ctgggcctgg cctatttaag ccccctcttg 50 

<210> 2150 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and- 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43982923 
<400> 2150 

ctatttaagc cccctcttga gagggtgaga cagtgggggt gcctggtgcg 50 

<210> 2151 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 
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<221> misc_£eatuare 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982923 
<400> 2151 

tgggsrgtgcc tggtgcgctg tgctcagcag tgctgggccc agccggggtg 50 

<210> 2152 

c211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982923 
<400> 2152 

cgctgtgctc cagcagtgct gggccagccg gggtggggtg cctgagcccg 50 

<210> 2153 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43982923 
<400> 2153 

tgctccagca gtgctgggcc cagccagggt ggggtgcctg agcccgaatt t 51 

<210> 2154 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mi s c_£ea tur e 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_feature 
<222> (0) . . . (O) 

<223> Accession number cg439X6763 
<400> 2154 

atactgcgtt ccatcccgac ccgggccacg gtactgggcc ctgtttcccc 50 



<210> 2155 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . {26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921600 
<400> 2155 

ctggctcttg gaaattgagc ggagacgacg cggttgttgt agctgccgtg 50 



<210> 2156 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933460 
<400> 2156 

gacggtttct gagcgttggc ctttgcacgc gctaccccct tttgctttgg 50 



<210> 2157 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<22l> misc_featuare 
<222> (0)...X0) 

<223> Accession number cg43257282 
<400> 2157 

ccccagaaaa aggecgggtg acaccggggg ctcccagccc gtgcaoccfcg SO 

<210> 2158 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg439S8362 
<400> 2158 

ttttgaaaag tcacaaaaaa gggtacccca aactcaggta taccaagtaa 50 

<210> 2159 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg439583^2 
<400> 2159 

cccggaaccg cgggtcccaa ggagctgcgg aaggagtcgg agcaccagga 50 

<210> 2160 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg439S8362 
<400> 21^60 
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51 



<210> 2161 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 958362 
<400> 2161 

tctagacgtg gtgacttaaa aaatgcctta aggctgcaga gccagccacc 50 

<210> 2162 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 2l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44016530 
<400> 2162 

catgtttttt tttttttttt tgtttataga gttttttaac ataaagtttt a 51 

<210> 2163 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg432€5203 
<400> 2163 

caacatcact ggaagaaata cctattgtta aaccctgata tacattctta a 51 

<210> 2164 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43265203 
<400> 2164 

ggatttattt taatttttca atctgaaaaa aaaaaaccca aaacaaaaaa SO 

<210> 2165 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43265203 
<400> 2165 

aatttttcaa tctgaaaaaa aaaaacccaa aacaaaaaaa aacaaactat 50 

<210> 2166 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (p) . . . (0) 

<223> Accession number cg43265203 
<400> 2166 

atctgaaaaa aaaaaaaccc aaaacaaaaa aaaaacaaac tatcctcata t 51 

<210> 2167 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg42866488 

<400> 2167 

agtcgctctc atgaagocct taggggagag cacctgttgt gtgcctgaca c 51 

<210> 2168 

<211> 50 

<212> DNA 

<213> Homo sapiens 

» 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2 6 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42866488 
<400> 2168 

ttggggagag ctggcagtgt gcggagctga taacattttc ccaatattga 50 

<210> 2169 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg428-66488 
<400> 2169 

tggaattact gaaagtctgt ggccctaaga gagagacaca agtggcctta a 51 

<210> 2170 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42866488 
<400> 2170 

tttgcaaata aaggctctgg aagcataaaa aaaaaaaaaa aaaaaaa 47 

<210> 2171 

<211> 46 

<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42866488 
<400> 2171 

ttgcaaataa aggctctgga agcaataaaa aaaaaaaaaa aaaaaa 4*6 

<210> 2172 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42925992 
<400> 2172 

ggagggaggc ggggggcacc tggggccgcc atgaaccccg gcttcgattt SO 

<210> 2173 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918705 
<400> 2173 

ctcaccaaac gaagggtatc agctattttt ttttaaattc aaaaagaata 50 

<210> 2174 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43918705 
<400> 2174 

caacatttta ggatttaggg atacccgctt ccfcctttttc ttgcaagttt t 51 

<210> 2175 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918705 



<400> 2175 

atctagttaa atttcccatt tgtatattat fcttcttgaat acttttttca t 51 

<210> 2176 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918705 
<400> 2176 

aggccagcaa atacagaggt ggtttaatca aacagctcta gtatgaagca a 51 

<210> 2177 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918705 
<400> 2177 

attcagtgat gttggatgta tatoagttat ttagtaaata atctcaataa a 51 

<210> 2178 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> alLele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43965859 
<400> 2178 

gctgcgctca ggccaggagg acctcgaatc aggacggggt ggggcggggc t 51 

<210> 2179 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43965859 
<400> 2179 

tttagtgctc agctgtccat gaaaaaagga taagcggctt octccgtctg t 51 

<210> 2180 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 952004 
<400> 2180 

gggagttctt gaggctgagt gcgtagcttc aaatccagca ctaatt-cctc a 51 

<210> 2181 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

• 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg439S2004 
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<400> 2181 

ggtcttcata gattggfcggc ttgagcctgc aattaattat aatoccttgc 50 

<210> 2182 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleoti<ie polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43952004 
<400> 2182 

tcttcataga ttggtggctt gagcctgcaa ttaattataa tcccttgccc 50 

<210> 2183 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 970923 
<400> 2183 

cccagctatc cccgctctga ccttggattt tcattcttat gtttttctct t 51 

<210> 2184 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44924345 
<400> 2184 

ttttgtcgtt ccaaagtaca aaaagaaaaa aaaaatcaaa ggcatttcat c 51 

<210> 2185 
<211> 51 
<212> DNA 
<213> Homo 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44924345 
<400> 2185 

tccaaagtac aaaaagaaaa aaaaaatcaa aggcattfcca tcfcccatggt g 51 

<210> 2186 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 96*6625 
<400> 2186 

cacagcggcg gggagcgggc ggtggggggg gcggtgctgg geccagggcc g Si 

<210> 2187 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43266014 
<400> 2187 

acgtggagga tcactcggtg gataattaag gataagttga gogagggcgt g 51 

<210> 2188 

<211> 51 

<212> DNA 

<213> Homo sapiens 

• 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983<647 
<400> 2188 

aaattccttc tcttctcctg aaotgttgac ^tttcaaaaat tcacagaatg a 51 

■ 

<210> 2189 
<211> 50 
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<212> DNA 

,<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919577 



<400> 2189 

acaagcagtg cacagtgggc cggcagtact taagtacctt atcctaatcc 50 

<210> 2190 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43919577 
<400> 2190 

caagcagtgc acagtgggcc ggcagtactt aagtacctta tcctaatcct 50 



<210> 2191 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43919577 
<400> 2191 

gactttacat ttacaagtag aaacagcatg tgttatctgt gggtaaggta g 51 



<210> 2192 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43919577 
<400> 2192 

ttaagaacag cattcctttt ggacaatatg tcatagaccc aatttttaat a 51 



<210> 2193 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43971367 
<400> 2193 

gagcggcagg agaacgtctg gaggcgcact gttgccgatc cgggtctgga 50 

<210> 2194 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 980968 
<400> 2194 

cccagtgccc acaggtggca ggagctgtcc agggactctg cattgctgcc SO 



<210> 2195 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 
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<223> Accession number cg43984445 



PCT/US00/35498 



<400> 2195 

agggagcoca gatcacagcc tgaacttcat ggtattggtt acagattctt t 51 

<210> 2196 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43246312 
<400> 2196 

cgtgaatggc cagagctact cttcacttgc tgaacaatgt caaaaagaat t 51 

<210> 2197 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43246312 
<400> 2197 

ttgacacttg ctgaacaaat ctttacaagt cagaacttct gatggattaa a 51 

<210> 2198 
<211> 51 
<212> DNA 

< 2 1 3 > Homo s ap i en s 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43968142 
<400> 2198 

gcccctgacc cagccccctt aagccggcca ggcagggtcc ccggacaccc t 51 

<210> 2199 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 
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<221> 
<222> 
<223> 



misc feature 



(25) .'. . (26) 



Nucleotide deleted between bases 2S and 26 



<221> 
<222> 
<223> 



misc_f eature 
(0) . . . (0) 

Accession number cg43968142 



<400> 2199 

gtggcaggga gcggaaggtg ggcagcccac agtccacacg tggccggocc 



50 



<210> 2200 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 918784 
<400> 2200 

aaacgggtaa ctgtacctgt taaatatcct ggttggcaac ttttaaaatc t 51 

<210> 2201 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918784 
<400> 2201 

tccataaata atattaacat tttcagtgta gaaatcttga agttctaaag g 51 

<210> 2202 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918784 
<400> 2202 

aactcttcgg ttacaatgga ttccttggtt tctgatttgt oggtatccga a 51 
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<210> 2203 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43979971 
<400> 2203 

taaaaaaata attttttaaa acttacaaca ctacgagatc tgatttattc t 51 

<210> 2204 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979971 
<400> 2204 

gccgcgacag cagcgccggc cccggcagct cccgcggccc cggccccggc c 51 

<210> 2205 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979971 
<400> 2205 

gccccggccc cggccccggc cccggcccgg cggcacaggc tgtcggctgg 50 

<210> 2206 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> mi s c_feature 
<222> (25) - . . (2€) 

<223> Nucleotide deleted between bases 25 and £-6 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979971 
<400> 2206 

ccggccccgg ccccggcocc ggoccggcgg cacaggotgt cggctggccc 50 

<210> 2207 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928048 
<400> 2207 

ctaaactata tatgtatttt ttccacagga aagcacaagg agaagacaga a 51 

<210> 2208 

<211> 51 

<212> DNA 

<2X3> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43105476 

'<4©0>v-2^8 < . 

agatgttgct taaatafeatt cataaacctg ttgtaagatt ttcacttatg c 51 

<210> 2209 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

c223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42714770 
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<400> 2209 

gtcatgaagt cgacagcttc cggagctgcg aggctcgcaa gaaatgccca 50 

<210> 2210 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... {0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42714770 
<400> 2210 

gacatttacg gtagtggggg aaggcttata tctacgttaa aaggcaggac a 51 

<210> 2211 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
<22i> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg42714770 
<400> 2211 

tcggtgactg atgatctaag tttcccgagg tttctcagag cctctctggt t 51 

<210> 2212 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number cg42714770 
<400> 2212 

tgactgatga tctaagtttc cggagtttct cagagcctct ctggttcttt 50 

<210> 2213 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42714751 



PCT/USOQ/35498 



<400> 2213 

agatgggcag ggggcggtgc gtgggtcoca gtctgcagtt aagggggcag g 51 

<210> 2214 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44021336 
<400> 2214 

acacacctgt ggggcagctg aactaaaaag aaggatgccc aggatagcta t 51 

<210> 2215 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43241731 



<4D0> 2215 

gaatctgcgc cccagagagt cccggagcgc cgccggtcgg tgcccggcgc 50 

<210> 2216 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917080 



<400> 2216 
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51 



<210> 2217 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> raisc_feature 
<222> (0) . . . (0). 

<223> Accession number og43917080 
<400> 2217 

aaataggacc aacaatgtgt gcgggcacag acggctgcct gtgggtctgt 50 

<210> 2218 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44021449 
<400> 2218 

cacacagtag ctgttagocc acaggagagg gcatcggggc catttggccg 50 

<210> 2219 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

I 

<221> raisc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg44021449 
<400> 2219 

ggcagagggc atcggggcca tttggcggct ctggtggcca ctgagctggc 50 
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<210> 2220 

<211> 51 

<212> DNA ■ 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_f e a ture 
<222> (0) . . . (0) 

<223> Accession number cg4402144 9 
<400> 2220 

ctgttaggga catttccaag ctgttggttg ctgtttaaaa tagaaataaa a 51 

<210> 2221 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3322545 
<400> 2221 

ggggaaaact ccaccttccc acttttccac cccacgcctt atccccactt g SI 

<210> 2222 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44024023 
<400> 2222 

cctgctccag ggatgctggg acgtggcggt gcctgctaag tgctcagctg t 51 

<210> 2223 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 
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<223> Nucleotide deleted between bases 25 and 26 



<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44024023 
<400> 2223 

gtgcctgcta agtgctcagc tgtgtcgtct cgcagggaaa gagggcccag 50 

<210> 2224 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44025829 
<400> 2224 

aggaagattt gacgttgttg tcattttcca gctgggacct aatgctggcc t 51 



<210> 2225 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43263845 
<400> 2225 

gaagacccag ggaactggat atctatcgag aacttcctcc ggattccccg g 51 



<210> 2226 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43954819 
<400> 2226 

gtgagcatcc tggcaggtgc occagtatgc cacgcctgga agggccggct t 51 

<210> 2227 

<211> 50 

<212> DNA 

<2X3> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43954819 
<400> 2227 

gtctcactcg ttctgttacc cagggtctgc agcacctcac ctgagacctc SO 

<210> 2228 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43954819 



<400> 2228 

ctggggaaag ggctggctgc aattgagctc actgctgctg cctctgaaac 50 

<210> 2229 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43954819 



<400> 2229 

tgcaaaaata accaagtcct ccgaagcatc tcacggaacc gtagactagg 50 

<210> 2230 
<211> 50 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_ 
<2>22> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 



26 



<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43954819 
<400> 2230 

gcaaaaataa ocaagtcctc cgaagcatct cacggaaocg 

<210> 2231 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43954819 



50 



<400> 2231 

cggaaggcgc ggagctggga gtggctcagc catggctgtg agaagggact c 

<210> 2232 
<211> 51 
<212> DNA 

<213> Homo sapiens 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 954819 
<400> 2232 

gaaggcgcgg agctgggagt ggcaccgcca tggctgtgag aagggactcc g 



51 



<210> 2233 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> t26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_faature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mi s cj£e ature 
<222> (0) . . . (0) 

<223> Accession number og43999565 
<400> 2233 

aggcccagct gccttgggct ggggctg'egg aggggaagcc cacccacaat 50 

<210> 2234 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400> 2234 

ctcacaagtc cctgggaaga cagggtatgg gcttacagag aggagagggg g 51 

<210> 2235 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400> 2235 

tggtccgaaa tataagccga gctcatcatc ttgccacaca cgtgaca«tgg c 51 

<210> 2236 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases "25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400> 2236 

ggggacacag gaacacgatg acatgccagg gccacaactt ctfcctgbcgt SO 

<210> 2237 
<211> 50 
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<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400>_2237 

caggaacacg atgacatggc cagggcacaa cttcttctgt cgtggggaag 50 

<210> 2238 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
*400> 2238 

aggaacacga tgacatggcc agggcacaac ttcttctgtc gtggggaaga 50 



<210> 2239 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400> 2239 

agggggacac tggctgcatt cccccccccc caggaagcac ctctaggccc t 51 

<210> 2240 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
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<222> (26) . . .iO) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400> 2240 

actggctgca ttcccccgcc cccagaagca cctctaggcc ctggacccct 50 

<210> 2241 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400> 2241 

aagcacctct aggccctgga cccctggctc accctggccc ctaagactcc a 51 

<210> 2242 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400> 2242 

gactccatct cttctctgcc tctggcctcc tggctcttcc ^cctgctccc 50 

<210> 2243 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> 
<222> 



mi s cofeature 
(0) . . . (0) 



-626 



usooao: <wo 



.0147944AZ_I_> 



WO 01/47944 

<223> Accession number cg43980494 
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<400> 2243 

gttcagggcc tgaccccaac cccccgatac caccttatga aggtacaacc t 51 

<210> 2244 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400> 2244 

tccttcctct cctccctccc cctggaaaaa aaaaaaaagg aaaagaaagc 50 

<210> 2245 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400> 2245 

cctccccctg gaaaaaaaaa aaaaaaggaa aagaaagcac caactccccg g 51 

<210> 2246 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> "misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43925424 
<400> 2246 

gcggggcggt agctccggcg cocctagctg gtgactgctg cgccgtgcct c 51 

<210> 2247 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43987378 
<400> 2247 

ttttttttaa ataaaggttt tattaccatt tgcccaagaa ggcagatact t 51 

<210> 2248 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43068603 
<400> 2248 

aaaatccatt tcaaatttat tgatgcattc atgttgttct tctttfcattt t 51 

<210> 2249 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44002977 
<400> 2249 

gctagctact ctagaggacc acaggatgca gagagggtgt cctgagggtc c 51 

<210> 2250 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (o) 

<223> Accession number <:g44002977 
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<400> 2250 

tgtgagggct gtgggggtgg ggggaocagc agacctgggg gccgggttga 50 

<210> 2251 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4394€310 
<400> 2251 

actccttgct tcctgatgct gggcatgagg cagatagcac tgggtgtgag 50 

<210> 2252 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43946310 
<400> 2252 

agattgcatt tttattaaag catttgctac cagcaaagca aatgttggga a 51 

<210> 2253 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43946310 
<400> 2253 

attaaagcat ttcctaccag caaaggaaat gttgggaaag tatttacttt t 51 

<210> 2254 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983535 
<400> 2254 

gaattagcac catctgaata cagaaagaat tctatgtaca tgcacaaatt a 51 

<210> .2255 

<211> 51 

<212> DNA . 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44009224 
<400> 2255 

ctccccagct cgagatcatt cttcaatcag gacacaaacc agacaggttt a SI 

<210> 2256 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . (0) 

<223> Accession number cg43958558 
<400> 2256 

aggtttagat tctttttttt ttttttaatc tgcccctttc agattatatc a 51 

<210> 2257 
<211> 51 
<212> DNA 

<213> Homo sapiens ■ 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg439S8S58 
<400> 2257 

aggtttagat tctttttttt ttttttaatc tgcccctttc agattatatc a 51 
<210> 22S8 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc_feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 970746 
<400> 2258 

gggaggaggg gaagtgaggc cccagcccac aacccctccc cgcccacccc 50 

<210> 2259 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43921887 
<400> 2259 

cattcagcat gattccacct gggcacgagc tggaaaagag ctcagtcttc a 51 

<210> 2260 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
c222> (0) . . . (0) 

<223> Accession number cg43298284 
<400> 2260 

tgagttgcac agctatgaag gctgtacact gcacgaatgg aagaggcacc t 51 

<210> 2261 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> miscjfeatufe 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 2S and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43298284 
<400> 2261 

cggtggctcg cgcctgtggt cccagacttt gggaggocaa agcggtgctg 50 

<210> 2262 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43298284 
<400> 2262 

gggaggccaa agcggtgctg agattacagg tgtgagocac cctgcocagc c 51 

<210> 2263 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43298284 
<400> 2263 

acttggctgc ataaatgtgg tacaaccatt ctgtcttgaa gggcaggtgc t 51 

<210> 2264 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg45479188 
<400> 2264 

tcccctgaga ccttact-cct tccagtccca aatcatttac ttttctgfcgg t 51 

<210> 2265 
<211> SO 
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<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi s c_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966144 
<400> 2265 

cactcatttg gggggtcaag ggaccgggca atatagtatt ctgctoagtg 50 



<210> 2266 

<211> 51 

<212> DNA 

<213> Homo sapiens 

*<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39425214 
<400> 2266 

ggcagcggga cccgcccaga ccctcgaccc gggagagtcc caggcgcctt t 51 



<210> 2267 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42928872 



<400> 2267 

gacaggggtt ccttctgggc attacgtogc atagaaatca ataatttgtg g 51 

<210> 2268 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<222> <0) . . . (0) 

<223> Accession number cg4292€872 
<400> 2268 

ggatctgtgt tttaatgagt ttcacggtgt gattt-tgatt attaafctgtg c 51 

<210> 2269 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43984759 
<400> 2269 

cgtcgagtga cagcggcctg gggggcaggg ggggcggggg cggccgga-tc SO 

<210> 2270 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 984759 
<400> 2270 . 

gctacaggga atgattggtc atgggaagtc tctgcgccat aagccacgat 50 

<210> 2271 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

♦ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439847S9 
<400> 2271 

agtctctgcg ccataagcca cgatcacagc gcaaaaccct tactcaaatg t SI 
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<210> 2272 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43984759 
<400> 2272 

attgacttcg gtatttcata gtacccgaga ttttattttg agataccatc a SI 

<210> 2273 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984759 
<400> 2273 

ggtatttcat agtacctgag attttttttt gagataccat cagggtgagt t 51 

<210> 2274 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957213 
<400> 2274 

ggcaagattc agtccctgac cgcaagcact tacagtctag ttgggaaggg 50 

<210> 2275 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<22l> raisc_f«ature 
<222> (25) - . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957213 
<400> 2275 

gcaagattca gtccctgacc gcaagcactt acagtctagt tgggaaggga 50 

<210> 2276 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42684570 
<400> 2276 

aacctaaaag caaagttgtg aaagaaaagc agaattccaa agtcccttat t 51 

<210> 2277 
<211> 51 
<212> DNA 

<213> Homo sapiens " 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 03 6 73 55 
<400> 2277 

agggcaattg gaataatgtc ctgttggata aacagacatt tagcaatgct g 51 

<210> 2278 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44963814 
<400> 2278 

ggggccagcc cctccccgcc tcctctctgc ctggcggcag gggtogcgat g 51 
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<210> 2279 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg44963814 
<400> 2279 

cctccccgcc tcctccctgc ctggogcagg ggtcgcgatg atgggctgga 50 

<210> 2280 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44963814 
<400> 2280 

ttctgggacc cactccgact cccccctccc cggcatcatt tcccctcccg c 51 

<210> 2281 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44963814 
<400> 2281 

cctggggtcc cccctccctg taatggactc ctgccccggc ccaacctcgc c 51 

<210> 2282 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44963814 
<400> 2282 

ccgcctcaag gaagagccag ccgtatgggg actctccagg caccgcctgc 50 

<210> 2283 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44963814 
<400> 2283 

aggaagagcc agccgtaatg gggaccctcc aggcaccgcc tgcccccagc g 51 

<210> 2284 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44963814 
<400> 2284 

gtgggggtgg ccactcctgg gcccccagaa agcctcagag tcctgccgac g 51 

<210> 2285 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43328088 
<400> 2285 

tgcttgagga aggtcttgag aaaaccctca ctccctctaa aettttagct t 51 
<210> 2286 
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<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43309398 
<400> 2286 

gctcttggtc cagctggtcg cggggcgctg cggtctagcc gggcgcggcg 50 



<210> 2287 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43309398 



<400> 2287 

ggtcgcgggg gcgctgcggt ctagcgggcg cggcgggcgg cgcgcagaga 50 

<210> 2288 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number -cg43978512 
<400> 2288 

atccttcccc cgcatgttca tagacagaca gacttctact ttcagtcgct a 51 

<210> 2289 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 
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<22X> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43978512 
<400> 2289 

gtcgctagaa aagagctgag tctggtgfccc cctcaggcgg ccagetgcag t SI 

<210> 2290 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43013507 
<400> 2290 

tcgcacgccc gagggccggc ctccgtcocg cttccagttt ccttgaagcg 50 

<210> 2291 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43013507 
<400> 2291 

gattcaagac agtcttttgt aactgcacac gccccacgrcc ttcctctata 50 

<210> 2292 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg43013507 
<400> 2292 

aacccccaga gacaggctgg ggcaggccaa ggcggtctcg cgcgggactt 50 

<210> 2293 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43013507 



<400> 2293 

tacagcagtg tcttatccag cagccgattg gatgtaacgt tttgctttgg g 51 

<210> 2294 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44929972 



<400> 2294 

ttaaactcta gacacagttt ttatcctgga ttaacttaga taacttttgt a 51 

<210> 2295 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44929972 
<400> 2295 

gtaacactga ttttatctgc tgtataagac tttgtgcatt ttactttgaa a 51 



<210> 2296 
<211> 51 
<212> DNA 
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<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43940300 
<400> 2296 

ctttgtcttt tctgtcagaa tagctcacaa acatactact actatttatt t 51 



<210> 2297 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . • . (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44 022292 
<400> 2297 

atggttgcca tgatctaccg cttttcgccc ctgctgactc cggcgtcggg 50 



<210> 2298 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43 971768 
<400> 2298 

taagaagaaa gagaaatggt taagtgctta aactgtccac tgacacctgc t 51 

<210> 2299 
<211> 48 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (23) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg43971768 
<400> 2299 

tttttttttt gttcagagca aattcatttt tattgtaatg aaatttta 48 

<210> 2300 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 22 1 > mis cofeature 
<222>. (0) . . . (0) 

<223> Accession number cg43971768 
<400> 2300 

ttgttagatg aagcaagccg tcctgttccc gcacagcotg tgaaacctcc a 51 

<210> 2301 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s c_f ea tur e 
<222> (0) ... (0) 

<223> Accession number cg43971768 



<400> 2301 

ttgccacttt caaggtcagt gccccgcaga ccctggcctg ttgttgacca t 51 

<210> 2302 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971768 
<400> 2302 

ggtcagtgcc ccacagaccc tggcccgttg ttgaccataa cactagcttt g 51 

<210> 2303 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 
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<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991048 
<400> 2303 

taatattttt tcagtgctac taatgaaaaa aaaaaattaa agcctgcact g 51 

<210> 2304 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . • (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991048 
<400> 2304 

tcagtgctac taatgaaaaa aaaaaattaa agcctgcact ggaaatttac a 51 

<210> 2305 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 921419 
<400> 2305 

aaccccggcc atccatcaca aaggccaacc tgggagagta actattttgg g 51 

<210> 2306 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_ f eature 
<222> (0) . . . (0) 

<223> Accession number cg43921419 
<400> 2306 

acaatcggcc catcaccgag ccoccggcgc caggcccagc tccccctctg SO 
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<210> 2307 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43249083 
<400> 2307 

tttgcaccgg gagctccaga tt-cgctaccc cgcagcgctg cggagccggc a 51 

<210> 2308 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

* 

<22l> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43992723 
<400> 2308 

tgtctttcaa aagacacctg ccttagtgca aggggaaacc tgtgaaagct g 51 

<210> 2309 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43992723 
<400> 2309 

caaggggaaa cctgtgaaag ctgcactcag agggaggagt ttttcttaca t 51 

<210> 2310 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleoti<ie polymorphism 

<221> misc_5eature 
<222> (0)...(0) 

<223> Accession number cg43992723 
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<400> 2310 

gaaagctgca gtcagaggga ggagtctttc ttacataatt tgcaatttca g 51 

<210> 2311 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43992723 
<400> 2311 

gttcagactt agtttttata aaatgagaat tctgacttac ttaaocaggt t 51 

<210> 2312 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43992723 
<400> 2312 

tggtacagtt cataattcac caaaaagttc atataattta aagaaacact a 51 

<210> 2313 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc — feature 
<222> (0) . . . (0) 

<223> Accession number cg43992723 
<400> 2313 

tcaccaaaag ttcatataat ttaaaaaaac actaaattag tttaaaatga a 51 

<210> 2314 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide -deleted between bases 25 and 26 

* 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42507196 
<400> 2314 

ttcgtcctgg gactgcactt gctccgtcgg gtcgcccggc ttcaccggac 50 

<210> 2315 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> <25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43961967 
<400> 2315 

aagaccacct tcccttcctc agcagccaaa catggccaga ctcccttgct 5 0 

<210> 2316 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43961967 
<400> 2316 

tcctttgagg ccccaactca agtgtgcacc tccttcccca gctcccccag g 51 

<210> 2317 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg439€19€7 
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<400> 2317 

ctfccoccagc toccccaggn agaaaatagt £gtotgtgct tocfctggttc a SI 

<210> 2318 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43961967 
<400> 2318 

tgcttctact gtgacactta tctcagctgt tttataatta gfcogggcatg a 51 

<210> 2319 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43961967 
<400> 2319 

tgccactccc tggcccctcc caccgcccgc cccccttggg gcggagggca t 51 

<210> 2320 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43961967 
<400> 2320 

ccctcccacc ggccgccccc cttggcgcgg agggcatggt gtgaaaggcc a 51 

<210> 2321 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide delated between bases 25 and 2*6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 961967 
<400> 2321 

ccaccggccg ccccccttgg ggcgggggca tggtgtgaaa ggccaagtgc 

<210> 2322 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 961967 
<400> 2322 

accggccgcc ccccttgggg cggagcgcat ggtgtgaaag gccaagtgct g 

<210> 2323 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



PCT/US00/35498 



50 



51 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43961967 
<400> 2323 

ggtatcatgg gtgctgtgcc ctaggcctgg gtggcagggg gtgggtggcc 

<210> 2324 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



50 



<221> mis cofeature 

<222> (25) . . . (26) 

<223> Nucleotide deleted 



between bases 25 and 26 



<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg43 917579 



<400> 2324 

ctgcctggcc tgtttggact ttgggcacag cctgtcactg ctctgcotaa SO 

<210> 2325 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) .'. . (0) . 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917579 
<400> 2325 

cgcctcccca ccgggctctc aggacgccct gccacacccc acggggcttg g SI 

<210> 2326 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> raisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917579 



<400> 2326 

tccccgtggg gcacccagga gggcctgccg gaatgtgcag cctgtgggta 50 

<210> 2327 
<c211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917S79 



<400> 2327 

gtagtcggct ggtgtccctg tcgtgcagct ggggtgcgtg atctggtgct c 51 

<210> 2328 
<211> 51 
<212> DNA 
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<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917579 



PCT/US00/35498 



<400> 2328 

gcccgccgcc cgctgcotgc gccgccggcc ggggatgagt tagtcgcaga c 51 

<210> 2329 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917579 
<400> 2329 

gcatctggaa aggtaaaaaa aaaaatctat ttttgtacaa atgtaatttt 50 



<210> 2330 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917579 



<400> 2330 

cccgctgcct gcgccgcagg ccgggcatga gttagtcgca gacaaggaca c 51 

<210> 2331 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
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<400> 2331 

gccggggatg agttagt-cgc agacatggac 
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<210> 2332' 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_featuxe 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases .25 and 26 



<221> misc_feature 
<222> (0) . ... (0) 

<223> Accession number cg43987181 
<400> 2332 

cacacaaaaa agtgcatcta aatgattttt tttttaaaaa 

<210> 2333 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43987181 



50 



<400> 2333 

gagttcactg ggactcttcc ctccttggcg tggcgtcata cgtggccctc a 

<210> 2334 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43987181 
<400> 2334 

gtgcatctaa atgatttttt ttttttaaaa acaatgtctt taattcct?ca t 

<210> 2335 

<211> 51 

<212> DNA 

<213> Homo sapiens 



"51 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43987181 



<400> 2335 

tttcataaaa aagacaaaag cataaatgag aaattagagg gattttagtt a 51 

<210> 2336 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43315956 
<400> 2336 

gccaaagggg ggaccagaat tccccatgcg agctgtttga ggactgggat 50 

<210> 2337 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43315956 
<400> 2337 

tacaaacttt tccaatttta aaaaaatcag ccatttcatg caaccagaaa c 51 

<210> 2338 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (2-6) 

<223> Nucleotide delated between bases 25 and 26 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43315956 



<400> 2338 

catgcctgat attgggattt tttttccagc cttcttgatg ccaaggggct SO 

<210> 2339 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg433 15956 
<400> 2339 

agttctcatt taagcactag tggaattttt tttttttgat atattagcaa g SI 



<210> 2340 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43315956 
<400> 2340 

aagcactagt ggaatttttt ttttttgata tattagcaag tctgtgatgt a 51 

<210> 2341 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

c221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935583 
<400> 2341 

tgtcagccaa atttggaggt caagcataat gtccttctga taaataaagc c 51 

<210> 2342 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935583 
<400> 2342 

ccaaatttgg aggtcaagcg taatgccctt ctgataaata aagcocttgc t 51 

<210> 2343 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935583 
<400> 2343 

agcccttgct gaaggaaaag caaccaagat caccttatgg atgtcgcaat a 51 

<210> 2344 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935583 
<400> 2344 

aggaaaagca acctagatca ccttacggat gtcgcaataa tacaaaccag t 51 

<210> 2345 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935583 
<400> 2345 

caacctagat caccttatgg atgtcacaat aatacaaacc agtgtacctc t 51 
<210> 2346 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439496B6 
<400> 2346 

aaacagaagc agataaaaaa aaaaaagatg caggactcct tcagttcttc a 51 

<210> 2347 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg4 3 94 96 8 6 
<400> 2347 

tcgatgcgta ttctgtggcc gccatttgcg cagggtggtg gtattctgtc a 51 

<210> 2348 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43996179 
<400> 2348 

ttttggtcac tggtttcatt ttttttcttg ctctaaacca octcttctct g 51 

<210> 2349 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 2€ 
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<221> misc_feature 
<222> (0) . . . (O) 

<223> Accession number cg43996179 
<400> 2349 

gtgctggtgg atgagtgggc acatgcccca cctggggtgg tggagccgct 50 

<210> 2350 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933695 
<400> 2350 

attttogctt ttaacagagc agcttgctgc tagcgggagg caggcaatta c 51 

<210> 2351 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s c_f ea tur e 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44128€53 

■ 

<400> 2351 

cctggttcaa tcgatcctct ggcttagtgg ctgggactac aggcatttat 50 

<210> 2352 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43944393 
<400> 2352 

aagagagagg gagataaaag ggggatacaa aagatgtaca gaaatgattt c 51 

<210> 2353 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
• <222> (26) ... (0) 
<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 9443 93 



<400> 2353 

gtacagaaat gat'ttcctgg ctggcaactg gtggccagtg ggaggtgatg 50 

<210> 2354 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43944393 
<400> 2354 

agagagccac caggaaggcg catctagcag atgggaggaa ctgctgagag 50 



<210> 2355 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43944393 
<400> 2355 

ccaccaggaa ggcgcatctt agcagtggga ggaactgctg agagaagatg 50 

<210> 2356 
<211> 51 
<212> DNA 
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<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43944393 
<400> 2356 

cgcatcttag cagatgggag gaactactga gagaagatgg gcagaaagct g 51 

<210> 2357 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43 944393 
<400> 2357 

cgagcttagg accgcctgcc cggggaaccc cgaaccaagc tttagccgcc 5 0 

<210> 2358 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43944393 
<400> 2358 

cggggcaacc ccgaaccaag ctttaccgcc gaggccgcgt gtcccaaagg 50 

<210> 2359 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43942083 
<400> 2359 

gttgaatagg agccctaact gtagtaactt ctttcacagc agggaaggaa g SI 

<210> 2360 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43943773 
<400> 2360 

atttcatatg taacaaagat aaggatgtgt gcaggtataa aacagaggca g 51 

<210> 2361 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43943773 
<400> 2361 

ctcattatcc ctgaggggta ggggccgggg aggagaggag tcacaggcag t 51 

<210> 2362 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 943773 
<400> 2362 

ggagaggagt cacaggcagt tcaccaacac ctggaaaatc gatgacttca t 51 

<210> 2363 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43943773 
<400> 2363 

gaagtcatga gaagaaggcc tttctgcoca gggatgatgt ttctcagtat c 51 

<210> 2364 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42685908 
<400> 2364 

tacaaatatt tttacattta atagtaatga aaaagaaaag aacttgaaaa a 51 

<210> 2365 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42685908 
<400> 2365 

ttaatagtca tgaaaaagaa aagaagttga aaaaacaact tcaactctgt a 51 

<210> 2366 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (O) . . . (0) 

<223> Accession number cg42685908 
<400> 236^6 

aaaaacaact tcaactctgt acaaaggtta atatcaagga gcagctgaag c 51 
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<210> 23-67 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) (0) 

<223> Accession number cg4268S908 
<400> 2367 

ttattaaaat atccttgtct ttttcatgat atacacatat tttrtfectctt SO 

<210> 2368 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42685908 
<400> 2368 

tattatgtat ttttaatgac agcttcctta acaacattca tctggtgctt t 51 

<210> 2369 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42685908 
<400> 2369 

agttatacaa ctttaaacat tgaattaatc attcttatca aatacatcaa g 51 

<210> 2370 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> mis c_f e ature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22i> misc^feature 
<222> {0) . . . <0) 

<223> Accession number cg43947181 
<400> 2370 

ttcaattgca tcatcactga cctgtagaat ttaacccgga aacatcgcaa 50 

<210> 2371 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . i0) 

<223> single nucleotide polymorphism 

<22l> mi sc_f mature 
<222> {25) . . . <2£) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 947181 
<400> 2371 

tcatgctttt gaacatcttt tttttttcat tgaaacaaat tcaagttctt 50 

<210> 2372 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947181 
<400> 2372 

catgcttttg aacatctttt ttttttcatt gaaacaaatt caagttcttg 50 

<210> 2373 
<211> 50- 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2*6 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947181 
<400> 2373 

atgcttttga acatcttttt ttttt:cattg aaacaaattc aagttcttgg -50 

<210> 2374 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988571 
<400> 2374 

ccacgggcac ccccagcctc aggtgactga cctgctgcct gocoocagcc 50 

<210> 2375 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939230 
<400> 2375 

gtaatagagg tctttgtaga tgggtgctgt atcccatggc agcccttgct g 51 

<210> 2376 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number jcg42716300 
<400> 2376 
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<210> 2377 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43298442 
<400> 2377 

tttttttttt ccacacagca gatgttccaa acacataaaa atctctacag 50 

<210> 2378 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44008321 
<400> 2378 

gttgctgata tttattcaaa cgtcacccat acaataaaga actctgcttt t 51 

<210> 2379 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> miscJEeature 
<222> (0) . . . <0) 

<223> Accession number cg44008321 
<400> 2379 

ggggagggtc acacaagggc gcgcactgtg cgacgagacg gaggcaccgc 50 

<210> 2380 
<211> 51 
<212> DNA 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957159 
<400> 2380 

agctagtaaa cagacaagcc tgtcgaactt tgaaaocaac ttgaccgggt c 51 

<210> 2381 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43997978 
<400> 2381 

ttccaggttt ttaattttcc ctgaattttt ttttaaacaa -caaaattggc 50 

<210> 2382 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43997978 
<400> 2382 

ttaattttcc ctgaattttt ttttttaaac aacaaaattg gcaagaagaa a 51 

<210> 2383 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mi s c_f e at ure 
<222> (25) . . . <26) 
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<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43997978 
<400> 2383 

atttaaaggg cagtagggtg ctgtgctgca gcctctcctc caagacggat 50 

<210> 2384 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 997978 
<400> 2384 

gatgttgcag gggagggccg ttaggcaaga acccagcagc tgcgtggatg 50 

<210> 2385 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) .'. . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43997978 
<400> 2385 

atatacccca gtagtgttca aggacaggcc ctctgatccc tatggcttgg 50 

<210> 2386 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917532 
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<400> 2386 

* 

cctccccacc ttccccaccc tcccccaccc tccecataag -cgeoccfcccc g 51 

<210> 2387 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988569 
<400> 2387 

ctgctggaag aggaaatccc gggggccgcc gggccctctt cgacagctac 50 

<210> 2388 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43959113 
<400> 2388 

accaagggga gaggggacgg cccatcgcca atctgtccca gccccccggg g 51 

<210> 2389 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44008545 
<400> 2389 

taacacttta aaaccagtta cccaatatct gattagaagt ataaggtgct c 51 

<210> 2390 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43298230 
<400> 2390 

aacccgtcct ctcccgagtt tttcagaact gagcccactc gcaagttgga g 

<210> 2391 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010709 
<400> 2391 

aatgcagagc ccctcaggat ggggtgcccc gtcaggggct ggacggtcgt g 

<210> 2392 

<21l> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010709 
<400> 2392 

ccgggtcgtc ctctgcaagg ttgcccggfcg ggtctgacgc ccagctggcg 

<210> 2393 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<22l> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg44010709 
<400> 2393 

cgggtcgtcc tctgcaaggt tgcccggtgg gtctgacgcc cagotggcgt SO 

<210> 2394 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44010709 
<400> 2394 

gtgggtctga cgcccagctg gcgtcgggag ccggggtgga g<x:ctggagg 50 

<210> 2395 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 4 010709 
<400> 2395 

gggtggagtc ctggagggag gcgaagcggg atgtggaggg ggcctggagt g 51 

<210> 2396 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222* (0) . . . (0) 

<223> Accession number cg44010709 
<400> 2396 

ctggagtggg gggaggggcg ggtgacgcga ggcccggccc gocacagtcc t 51 

<210> 2397 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26)... {0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44010709 
<400> 2397 

tggggggagg ggcgggtgag gcgagcccgg cocgccacag tcctgcctct 

<210> 2398 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44010709 
<400> 2398 

aactttactt gttttttggg aggaggttaa tgggtgggag gggtgagagg g 
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50 



51 



<210> 
<211> 
<212> 
<213> 



2399 
50 
DNA 
Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918770 



bases 25 and 26 



<400> 2399 * 
gcggaccact gaccgctccc 

<210> 2400 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



-cagcgcagaa ggcctggtcc cctgtggttc 



50 
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<222> (2S) ... (0) 

<223> -single nucleotide polymorphism 

<221> misc_f«eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918770 
<400> 2400 

tactttaaag gagtgagcca gaaggcaagg agttcgtgtg cttcctoctg 50 

<210> 2401 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature* 
<222> (0) . . . (0) 

<223> Accession number cg439€6629 
<400> 2401 

atcctagttt ccctaactgc ctcctacaca gggaggagtg ttgggatccc c 51 

<210> 2402 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43966629 
<400> 2402 

tgcctcctcc acagggagga gtgttggatc ccccctaccc tgtgccccgg 50 

<210> 2403 

<211> 42 

<212> DNA 

<213> Homo sapiens 



f2 



<220> 

<221> allele 
<222> (17) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c^f^ature 
<222> (O) . . . <0) 
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<223> Accession number cg43966629 

<400> 2403 

tttttttttt tttgaaggat attfcaacttt tcttaaaaaa aa 42 

<210> 2404 
<211> 51 
<212> DNA 

<213> Homo sapiens 

* 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . {0) 

<223> Accession number cg43 966629 
<400> 2404 

cagtgtgtat attctattca tcaggaagag ttgggtgagg acgtggtgafc g 51 

<210> 2405 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (25) ... (0) 

<223> single nucleotide polymorphism 

<22i> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43966629 
<400> 2405 

tttttttttt tttgaatgat atttgacttt tcttaaaaaa aaaatcttaa 50 



<210> 2406 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43964295 



<400> 2406 

aaacatctga cgtcgtacaa aaaaattoca tcagtattct gggcacagaa 50 

<210> 2407 
<211> 50 
<212> DNA 

<213> Homo sapiens 



673 



NSDOCIO- <WO 01 47944 A2J_> 



WO 01/47944 



PCT/US00/35498 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (o) 

<223> Accession number cg43964295 
<400> 2407 

aacaacaaaa atacaattaa aaaaataaat aataaagtca tttgtgatcg 50 

<210> 2408 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43964295 
<400> 2408 

gctgcaaggg gacacacaac cagggtactg ttgactagct ttttgcatag 50 

<210> 2409 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43964295 
<400> 2409 

gcttctcttc tctgtctacc agcgtatacg ccggctgctt ggcaaaccgg g si 

<210> 2410 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) : . . (0) 

<223> single nucleotide polymorphism 
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<221> misc__ feature 
<222> (0) . . . (0) 

<223> Accession number cg43964295 
<400> 2410 

tagacatttt ggagttcttg ttctcataat ccttgatggg gaccgtgttg 

<210> 2411 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

c223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43964295 
<400> 2411 

gaatactccc taaatgcagt agattaaaaa aaaaatcaaa tctacaagtg 

<210> 2412 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43964295 
<400> 2412 

taaatgcagt agattaaaaa aaaaatcaaa tctacaagtg gttcagtatt 

<210> 2413 

<211> 51 

c212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43964295 
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<400> 2413 

aaatgcagta gattaaaaaa aaaaaatcaa atotacaagt gg&bcagtat t 



51 



<210> 2414 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43964295 
<400> 2414 

attcacactt gctgttgaat aacaacggaa tcaaggctcc ootagatggg g si 

<210> 2415 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<210> 2416 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43317357 
<400> 2416 

tgggtcgaca gctgggaggg caggactggg gggaagctgc tgggcgcagc c 51 

<210> 2417 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> 
<222> 
<223> 



misc feature 



(0) . . . (o) 

Accession number cg43964295 



<400> 2415 

gaaaagaaat cagaatttac aaagtcagat tggtgtgctt ccaagttcac a 



51 
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<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg432970S6 
<400> 2417 

cgctttgttt tttttttttt ttttcaaaga gagaggcaat tttattcttc c 51 

<210> 2418 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43297056 
<400> 2418 

tttattcttc caaaaaaatg caccagagag ggtgagcaca ggagcacccc 50 

<210> 2419 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43297056 
<400> 2419 

aacagggcag cacatggccc tgttgctcca cctgagagtc tggggagggg 50 

<210> 2420 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide delated between bases 25 and 26 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg44129020 
<400> 2420 

ctgcataggt ccaggccccg ggtggccccc aaaggctocc otccttcoca SO 

<210> 2421 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44129020 
<400> 2421 

gccggcgtgg gcggcggcgg ctgcgcggtg gtggcgggcg fccactgccgg g SI 

<210> 2422 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43922882 
<400> 2422 

tgctaccaag gcagtaatat ttttctatat gaaccagacc aaataccctt t 51 

<210> 2423 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922882 
<400> 2423 

taccaaggca gtaatatttt tccatttgaa ccagaccaaa taccctttaa t 51 

<210> 2424 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

MSDOCID:<WO 01 47944 A2 I > 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f£ature 
<222> (0) . . . (0) 

<223> Accession number cg43292762 
<400> 2424 

caggcgtcac catccacctt ccctttctac aaggactcca ttggatctgc 

<210> 2425 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) - . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43292762 
<400> 2425 

gactccattg gatctgcaag aacactggac ctttgggttc tttctggggg 

<210> 2426 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43292762 
<400> 2426 

actccattgg atctgcaaga acactggacc tttgggttct ttctgggggg 

<210> 2427 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> (25) . . . (26) 
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<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0)...<0) 

<223> Accession number cg432927<62 

■ 

<400> 2427 

ggggatattt cctaaggcat gtggctttat ctcaacggaa gcccccfcctt 50 

<210> 2428 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43292762 
<400> 2428 

gaaattccat acttctctca gatggaacag taaagaaagc agaatcaact 50 

<210> 2429 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26)...- (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg432927€2 
<400> 2429 

ttgaaaagac caagactttt gtctgttcaa gtggttttac agctaccacc c 51 

<210> 2430 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) . ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg432927€2 
<400> 2430 

tgaaaagacc aagacttttg t<rtgaacaag <tggttttaca gctaccaccc t 51 
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<210> 2431 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43292762 
<400> 2431 

ggttttacag ctaccaccct tagggtaatt ggtaattacc tggagaagaa 50 

<210> 2432 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43967603 
<400> 2432 

tcgacttttt tttttttttt tttcttccca gctggcacat ttattggcat t 51 

<210> 2433 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967603 
<400> 2433 

atcaccagga agccacgccc aaaggtgtcc ctctgcccca tttctgcaaa 50 

<210> 2434 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43101925 
<400> 2434 

tcctggggaa ttcacttctc ttccttcctc atggaagatg caagtaaaag g 

<210> 2435 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44029157 
<400> 2435 

ccacccttac ttcctggcct cttctggcta ctgccactgt gtgccttctg 

<210> 2436 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (o) 

<223> Accession number cg44029157 
<400> 2436 

acccttactt cctggcctct tctggctact gccactgtgt gccttctg-cc 

<210> 2437 
<211> 51 
<212> DNA 

<213> Homo sapiens , 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> misc_feature 
<222> (O) . . . (0) 

<223> Accession number og43975131 

• 

<400> 2437 

gaagggaact gaaaagcagt agaaggaaca gtcagagatg cctcactgat a 51 

<210> 2438 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 975131 
<400> 2438 

acagtcagag atgcctca-ct gatagacagg aggccgaaca ggtaaacccc a 51 

<210> 2439 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43975131 
<400> 2439 

agcctgactc ctgctgggca cagccaccct gctgggcaca gtgactggag 50 

<210> 2440 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43975131 
<400> 2440 



683 



WO 01/47944 



PCT7CS00/35498 



tgctgggcac agcccaocct gcfcggcacag *tgacfcggagg tfcocaggctg 50 

<210> 2441 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (O) 

<223> Accession number cg43975131 
<400> 2441 

ctccctgagg ctgagacgtg aaggtcccag ^ctgggccgt gactcactct 50 

<210> 2442 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4328 04 82 
<400> 2442 

tggcatatca ccccgcactg tggggcaggc accactagcc tggctcaaat 50 

<210> 2443 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43941861 
<400> 2443 

accatttctg acctgcagtt gcagactagg tgtgacttgc atttaaaata a 51 

<210> 2444 
<211> 50 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> allele 
<222> (26)... 40) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cgl7903042 



<400> 2444 

gccgcgcaga gcggccgcgg gggggcgctg cgcacaaacc cgggagaaaa 50 

<210> 2445 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43943100 
<400> 2445 

tgcaaactct aggactatta tataatgtaa aaatctctct tgtgatactg g 51 



<210> 2446 

<2li> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43943100 



<400> 2446 

tgcaaactct aggactatta tataatgtaa aaatctctct tgtgatactg g 51 

<210> 2447 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (0) . . . (0) 
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<223> Accession number cg43943100 



<400> 2447 

tattatataa gtaaaaatct otcttctgat acfcggaaagt gatfcagaatg t 51 

<210> 2448 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43943100 
<400> 2448 

ttatataagt aaaaatctct cttgtcatac tggaaagtga ttagaatgtg c 51 

<210> 2449 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43943100 
<400> 2449 

gattagaatg tgcaaactga tatagctagc tttcatccgc ctcttaaagg g 51 



<210> 2450 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43943100 



<400> 2450 

caggaaagtc catttaagat gttggaaggt ttaacaaagt tggaatgctg g 51 

<210> 2451 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43943100 
<400> 2451 

aggaaagtcc atttaagatg ttggttggtt taacaaagtt ggaatgctgg 

<210> 2452 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43943100 
<400> 2452 

ctcagagcta caatgcattt agtatttaaa gcagctgaca tgatgacttt 

<210> 2453 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979706 
<400> 2453 

ccccatgtca ggcggaggcg gaaggccacc gtgccagagg ctgggcacca 

<210> 2454 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_£ea<fcure 
<222> (0) . . . (0) 

<223> Accession number cg43979706 



<400> 2454 

atttaagtcc ctgggctgcc cccttgggtg ccccccgctc ccaggttccc SO 

<210> 2455 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979706 



<400> 2455 

gccccggttc tgtcagggtc cctaaaggag gacacbcagg gcotgtggcc a 51 

<210> 2456 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43268513 



<400> 2456 

cctctgcctg tgacccgccg cccggcgcta gactgacttc gcgcagcggt 50 

<210> 2457 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307€S8 
<400> 24S7 

gggcccagcc cccaacccac aggcacggag gggcatccct ccctgccggc c 51 



<210> 24S8 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307658 
<400> 2458 

ggatgaaaac cacagggatt ccggacgcca gaccccattt tatacttcac t 51 

<210> 2459 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43307658 
<4O0> 2459 

gctgaataaa acaaggtttt tctactaagt ggctctgcat gcggcctgct g 51 

<210> 2460 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307658 
<400> 2460 

tgaataaaac aaggtttttc tacaatgtgg ctctgcatgc ggcctgctgg c 51 

<210> 2461 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number cg43096761 
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<400> 2461 

aataggcata cataagcaat tatgtatfeta tatt-otactc cfcttotgaaa c 



PCT/US0D/S5498 

51 



<210> 2462 

<211> 49 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (24) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43096761 
<400> 2462 

tttttttttt tttttttttt tttttttggg cccatttatt gtttatttt 49 

<210> 2463 

<211> 51 

<212> DNA V 

<213> Homo sapiens 

<220> 

<221> allele 
c222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg44028217 
<400> 2463 

tttttttttt ttttgaggct ctgagagttt attgtctgcc ccagtgaggc t 51 

<210> 2464 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg44024803 
<400> 2464 

aacatagttc tgattttgaa gtgttgagtg gaactcaaac agaaatgatt a 51 

<210> 2465 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222>- <0) . . . (0) 

<223> Accession number cg43271573 
<400> 2465 

taatgctaga gaatgataac taagatttct gtgcatttga aggttgttgg a 51 

<210> 2466 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42849556 
<400> 2466 

ccacaataaa aaaaaaccta tcatcattao aaaaacaaga cacccaagtc c 51 

<210> 2467 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949982 
<400> 2467 

ttttaatgac aatggaaatt tgatacacaa aaatggaagg gtaaatagaa a 51 

<210> 2468 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43269428 
<400> 2468 

cgcatcaggt agacatgatc atctgaattt cttttccacg ctgcaaatca c 51 

<210> 2469 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 972840 
<400> 2469 

agccccagct tatctcctcc tccgcctgtg taaatgctcc agcactcaat 50 

<210> 2470 

<2lll> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44010395 
<400> 2470 

tgaggatgct gaagggcagg gctgacccct tcgccccctc tgaagtttag g 51 

<210> 2471 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916857 
<400> 2471 

aaaagaagat tttctttagc aagaataaag aggtcatgtc atttgttaat a 51 

<210> 2472 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43916857 
<400> 2472 
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agaagatttt ctttagcaag aaaaatgagg tcatgtcatt tgttaataag t 51 



<210> 2473 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43916857 
<400> 2473 

ggaaaacaag actttcccag cttgtattac ctagaagcgt gaatgtatag g 51 

<210> 2474 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43948682 
<400> 2474 

caattaaaaa atcataaaag actgaatgtt tgcaataaaa tatcaaagag g 51 

<210> 2475 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43254736 
<400> 2475 

gagccaggag crccgggatgc ggagacgggc ctcggtctcc acatcctggc g 51 

<210> 247€ 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 



693 



WO 01/47944 PCT/USOO/35498 

<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and <2€ 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42923 012 



<400> 2476 

aatttgtgtg tccttaggca aagccacccc ctgtctgaag ctcagttttc SO 

<210> 2477 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg4 1626506 
<400> 2477 

ggaaaacagt cgtcctgctg atttccgatt tgc<3tgtgtt tggaaaagag t 51 



<210> 2478 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg41626506 
<400> 2478 

agcacagcga gcgctctcat tctgactttt ttcctcttct cagccaactg 50 

<210> 2479 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 
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<223> Accession number cg41626506 
<400> 2479 

gcacagcgag cgctctcatt ctgacttttt tcctcttctc agccaactgc 50 

<210> 2480 

c211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44913844 
<400> 2480 

cgagccgagg cctcctgcag tgttctgcac agcaaaccgc acgctafcggc t 51 

<210> 2481 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42691989 



<400> 2481 

ctaaggctcc tcaggactgg atggattagg agatctgtgt gttgagcagt t 51 

<2±0> 2482 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42691989 
<400> 2482 

taaggctcct caggactgga tggaggagga gatctgtgtg ttgagcagtt c 51 

<210> 2483 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ...(€) 
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<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43951241 
<400> 2483 

ctcaggggag gcccgcccac aagggttcgg gcccctcctt catagagaca SO 

<210> 2484 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43 951241 
<400> 2484 

gaggcccgcc cacaagggct tcgggccctc cttcatagag acaccacccc 50 

<210> 2485 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 951241 
<400> 2485 

gcccgcccac aagggcttcg ggccctcctt catagagaca ccacccctga 50 

<210> 2486 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> {0) . . . (0) 

<223> Accession number cg43 951241 
<400> 2486 

aggaagaagg aggctggtgg tgtgttgtgt gggcatgtgg gagatgctgg c 51 

<210> 2487 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43951241 
<400> 2487 

ggcccttgca tgatgggcag ggggtagggg tagggtgggg tgggcatcag t 51 

<210> 2488 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (13) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43917453 
<400> 2488 

tttttttttt ttttgaaatc agaagtttaa tatgacac 38 

<210> 2489 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917453 
<400> 2489 

atgaaccgat tcccctccac ccgtatctgg atttttccac aaatctctct t 51 

<210> 2490 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43917453 
<400> 2490 

atttcgatta attaaattcc agataaagag aagtaatttt ggaaaagaaa t 51 

<210> 2491 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917453 
<400> 2491 

tcctgacaac atccgtgggg tggggctccc ctgaggcccc tgaggctgoc 50 

<210> 2492 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917453 
<400> 2492 

tgggggctcc cctgaggccc ctgagctgcc gctcactggg gaagggcctt 50 

<210> 2493 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917453 
<400> 2493 

attttggcat cattctgtoc gctcattagg ccgtgttccc tctggtaggg c 51 

<210> 2494 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number -cg43917453 
<400> 2494 

cgcagtgcgt gcaggtcgcc ctgatttcct ctcccgggag ggaaatgctc g 51 

<210> 2495 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> mis cofeature 

<222> (0) . . . (0) 

<223> Accession number cg43917453 
<400> 2495 

tgcgtgcagg tcgocctgat ctccttcccg ggagggaaat gctcgcagcc 50 

<210> 2496 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . XO) 

<223> single nucleotide polymorphism 

<221> misc_feature 
c222> (0) . . . (0) 

<223> Accession number cg43917453 
<400> 2496 

ccggaggttt ctott-caaac ataagtagtt agaaattaca agtaggoata t 51 

<210> 2497 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . - (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43920534 
<400> 2497 

cttggttttg cgcttttttt tccttaaaaa aaaaaaggcc actgaaatgt a 51 

<210> 2498 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43920534 

♦ 

<400> 2498 

cgcttttttt tccttaaaaa aaaaaaggcc actgaaatgt ataaaatggt c 51 

<210> 2499 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956187 
<400> 2499 

ctatcaaaat acatgtatgt ttcagatatt tgacctgtca ttaaaaaaaa 50 

<210> 2500 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg439304 78 
<400> 2500 

ggccatttga ggggagccca tggggccagg aaggcggctg tgaggcgccc c 

<210> 2501 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928335 
<400> 2501 

gcttaaataa tgatttaaca aggaatacga gtaaaaaaca atcccatttc a 51 

<210> 2502 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43088901 
<400> 2502 

ccctccatcc ccctttaccc tctttcctgc agagaaactt aagcaaaggg g 51 

<210> 2503 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43088901 
<400> 2503 

agccggggcc ttatcgggct ccagcatctc atgaggggag aggagacgga 50 

<210> 2504 
<211> 50 
<212> DNA 
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<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43088901 
<400> 2504 

ggagacggag gggagtagag aagttacaca gaaatgctgc tggccaaata SO 

<210> 2505 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43302847 
<400> 2505 

atgctcatgt ccctgtcccc aggccagccc tcctbcaggg gagttgaggt 50 

<210> 2506 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43302847 



<400> 2506 

ctgggtggcc atcctaccca gcgtggccca ggccgggaag agccacctgg c 51 

<210> 2507 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 
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<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (O) . . . (0) 

<223> Accession number cg43302847 
<400> 2507 

aagcgactct cctgtttgga acggcaaaaa aaaaattttt ttttctcttt t 

<210> 2508 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg440120€7 
<400> 2508 

ttttaatttt tttttttttt tttttttcaa cttgctcagt gctttattga a 

<210> 2509 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43984117 
<400> 2509 

tataggaggg gaggcgcagg cggggccccc tgctgaccct ctctctgggg 

<210> 2510 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide delated between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43984H7 
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<400> 2510 

ctctgggggt cttootatgg cggggcctat -tgcttgagtg ggggaggagc 50 

<210> 2511 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 984117 
<400> 2511 

ctgggggtct tcctatggcg gggcctattg cttgagtggg ggaggagcca 50 

<210> 2512 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984117 
<400> 2512 

ctccccacag aatgcccagg ctgtgcccca gccccagctg ctccacctcc 50 

<210> 2513 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43984117 



704 



01 47944 A2 I > 



WO 01/47944 

<400> 2513 

ccacagaatg cccaggctgt gccccagccc cagctgctcc acctccttcc 

<210> 2514 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984117 
<400> 2514 

cagccccagc tgctccacct ccttcttctc tgtccaggga gcagaccctc t 

<210> 2515 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> misc_ 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<2 2l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984117 



<400> 2515 

taaaatagct ggggaggggg gtgagcccag cctagcccca ccatggggct 50 

<210> 2516 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> miscjfeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43984117 
<400> 2516 

aatagctggg gaggggggtg agcccagcct agccccacca tggggctata 50 

<210> 2517 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43139469 
<400> 2517 

ctcaagcctg gagtctgagg cttgc.tacaa gaggagagaa agtagatagg 50 

<210> 2518 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43139469 
<400> 2518 

gctcagggtt tctgcagtgt ctttttggtg acttgttagc agccagtggc t 51 

<210> 2519 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43980696 
<400> 2519 

ccccccagtg aaagctgggc tgggctggga gtcctcagaa gccactctgg c 51 

<210> 2520 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> miec^feature 
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<222> (0)....<O) 

<223> Accession number cg43918944 
<400> 2520 

tgaatgaatt ttatcatcta tgataagagt gagataatta tgggagtggt 

<210> 2521 

<2X1> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43918944 
<400> 2521 

tctttgattg tgttgcacat agatacggta gtctgctctg tatatttttc 

<210> 2522 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43336281 
<400> 2522 

ctttctggca tcttgggact tgtcctaaga atagggaaga cagtcatcct 

<210> 2523 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

c223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43336281 
<400> 2523 

tagggaagac agtcatcctg tcctgagcaa agctccccct tgcacaggaa 
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<210> 2524 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<22l> mis cofeature 

<222> (0) . . . (0) 

<223> Accession number cg43336281 
<400> 2524 

agtcatcctg tcctggagca aagctcccct tgcacaggaa cacaactccc 50 

<210> 2525 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and ^6 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43336281 
<400> 2525 

agcgactatg tttaaggttt tttttgtaaa taagagacct taagcaatgc 50 

<210> 2526 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336281 
<400> 2526 

agagccccgc tgtcgggccc aggcaacact acgtggcagt cgcagcfccct g 51 

<210> 2527 
<211> 50 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43336281 
<400> 2527 

agaatgcaca ggactctggg ggctgccccc ttgagctaca gaggcagaat 50 

<210> 2528 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43336281 
<400> 2528 

ccccttgagc tacagaggca gaatcaaacc aaaaacactg cttcctttaa c 51 

<210> 2529 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43336281 
<400> 2529 

catttagctt gggacgaggc taggctaaga agggccagag ctgtcctccc 50 

<210> 2530 

<211> SI 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 
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<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43336281 
<400> 2530 

atctccccag gacacgccgg ctcacttgca cccacagcgt tctaggaggt c 51 

<210> 2531 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43336281 
<400> 2531 

gcctttctgg catcttggga cttgtcctaa gaatagggaa gacagfccatc 50 

<210> 2532 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<22 3> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988504 
<400> 2532 

cagttttcca ggaataggca tttgctaatt cctggcatga cactctagtg 50 

<210> 2533 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 988504 
<400> 2533 

ccaggctgta agcattctga gctggcttgt tgtttttaag tcctgtatat 

<210> 2534 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature ' 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mi sc_f eature 
<222> (0) . . . <0) 

<223> Accession number cg4 3 988504 
<400> 2534 

ggcctcgggg ctaagagcgc gacgcgccta gagcggcaga cggcgcagtg 

<210> 2535 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988504 
<400> 2535 

gcctcggggc taagagcgcg acgcgcctag agcggcagac ggcgcagtgg 

<210> 2536 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . <2€) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (0) . . . CO) 

<223> Accession number *cg43983327 
<400> 2536 

cagccagcca catttccctg tgtctgctag agccaccatt agactcagac SO 

<210> 2537 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983327 
<400> 2537 

agccagccac atttccctgt gtctgctaga gccaocatta gactcagaca 50 

<210> 2538 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44004203 
<400> 2538 

aatatagaat cccactagca gctttcttag tgatcaagac gtttttggga 50 

<210> 2539 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44004203 
<400> 2539 

tactaaatgt gatctaagag aatatcgttc cacccagtgt ggagccatga a SI 
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<210> 2540 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004203 
<400> 2540 

actaaatgtg atctaagaga atatgcttcc acccagtgtg gagccatgaa a 51 

<210> 2541 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

> 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004203 
<400> 2541 

acataaagat gccattgtag tagaatgcac aaatgcatgt aataactgca 50 

<210> 2542 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44004203 
<400> 2542 

actcagactt cgtbcaaagt gacaggaacg aggggagtgg agtgcaaagg a 51 

<210> 2543 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 
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<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004203 
<400> 2543 

gggtaggagg gcaacaaaca catccttagg tgaaggagtg taaatacaga t 51 

<210> 2544 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004203 
<400> 2544 

cctctttttg tgatcacttt ctggcttgcg gagatgacaa acctgttctg 50 

<210> 2545 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 984194 
<400> 2545 

tagccccaag attgagattc ttatggaata cactgtatta ttacctgcaa t 51 

<210> 2546 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984194 
<400> 2546 

gccccaagat tgagattctt atgaacacac tgtattatta cctgcaatac t 51 
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<210> 2547 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307343 
<400> 2547 

aaaatttata gctgcagaat attcttaagt catgaatatt aggtgtctgt c 51 

<210> 2548 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . (0) 

<223> Accession number cg43969460 
<400> 2548 

cctggactcg gaggaaggcc gagagacacg gacggtggcc acaccacgct 50 

<210> 2549 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> {0) . . . (0) 

<223> Accession number cg43969460 
<400> 2549 

gagaggacac ggacggtggc cacacacgct gcagtgaagg cccaagtgtg 50 

<210> 2550 

<211> 51 

<212> DNA 

<213> Homo sapiens 



715 



WO 01/47944 



PCT/USOO/35498 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43969460 



<400> 2550 

gctgcagtga aggcccaagt gtgatcgcag agaaagaggg aaagttggag a 



51 



<210> 2551 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933809 



<400> 2551 

catttagtct ttaaaaaaaa 



aaaaaaggat tcctattaac caacatactt a 



51 



<210> 2552 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933809 



<400> 2552 

gcagtaagta atacaatgtg ccaattcata aaatgtaagt taacaggttt c 



51 



<210> 2553 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933809 
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<400> 2553 

ttgttaatac taacccttaa aaaaagaaat aggaaaagaa aggctgcaat 50 

<210> 2554 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933809 
<400> 2554 

aatagfrtggt gaatgtctgt aaagcccttc ccatatttca cttttaaaaa t 51 

<210> 2555 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933809 
<400> 2555 

atagttggtg aatgtctgta aagcfctttcc catatttcac ttttaaaaat g 51 

<210> 2556 

<211> 51 

<212> DNA 

c213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917813 
<400> 2556 

tgaaatttag tacactatgt tctagggtca gtctaacagt ttgcctgctg t 51 

<210> 2557 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mi s c_£ea t ure 
<222> (0) . . . i0) 

<223> Accession number cg43917813 
<400> 2557 

taaattactg ttttatgttg atctgtatat ttctgtatat ttgtoafcgac a 51 

<210> 2558 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (15) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43269274 
<400> 2558 

tttttttttt ttttttcctt ttactatttt tattttacac 40 

<210> 2559 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43269274 
<400> 2559 

aactaacaga caaaaagaaa aaaaagtagt accacgttgc aaaatctgca 50 

<210> 2560 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) (0) 

<223> Accession number cg432^9274 
<400> 25€0 
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50 



<210> 25€1 

<2XX> 47 

<2X2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <22) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43269274 
<400> 2561 

tttttttttt ttttctcctt tcactatttt tattttacac tataaaa 47 

<2X0> 2562 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22X> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43269274 
<400> 2562 

ctccttttac tatttttatt ttacatataa aaaacaagaa caacaacaac 50 

<2X0> 2563 

<211> 53. 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . /(O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43269274 
<400> 2563 

ttttatttta cactataaaa aacaacaaca acaacaacaa ccagtaacat a 51 

<210> 2564 

<211> 51 

<212> DNA 

<2X3> Homo sapiens 

<220> 

<22l> aXlele 
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<222> (2€) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . (0) 

<223> Accession number cg432€9274 
<400> 2564 

catgtcccta caaaccctgt agggttactt fccccaactag acggtgatca g SI 

<210> 2565 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg432€9274 
<400> 2565 

cccacgttgc tgcaggtatt tatfcggcfcta tgcttgaaat gaaaaggcga a 51 

<210> 2566 
<211> 50 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 972150 
<400> 2566 

aacagccagc catggcctgc tggaaccagg ggacaattct tcatacacag SO 

<210> 2567 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_£eature 
<222> <0) . . . (0) 
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<400> 2567 

catggcggag gcaagtgctg gatgtgggac aggccatgtc cccaaagccc t 50 

<210> 2568 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972150 
<400> 2568 

gcggaggcaa gtgctggatg tgggggacag gccatgtccc caaagcccct a 51 

<210> 2S69 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 972150- 
<4O0> 2569 

tttttttttt tttttttttt tttttgtaaa agccacgcta ataattaccc c 51 

<210> 2570 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972150 
<400> 2570 

gaaatcccag accctctgct cactctcacg gggacaagct atgagatgcc 50 

<210> 2571 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43967897 
<400> 2571 

gcgcgggagg cggtggcggc ggctgccggg gccaacatga ccaggctetg 50 

<210> 2572 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43967897 
<400> 2572 

gcgggaggcg gtggcggcgg ctgccggggc caacatgacc aggct-ctgaa 50 

<210> 2573 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967897 
<400> 2573 

ggacagactc gctgcggctc cggagcagtg attccaagct gctcgcgcac SO 

<210> 2574 
<211> 50 
<212> DNA 

<213> Homo sapiens 
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<220> 

<22X> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43967897 
<400> 2574 

agctgctcgc gcacgctgct gccaactgca ggatggtgca cgtagccagg 

<210> 2575 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg432 72594 
<400> 2575 

ccggaccccg cccaggcagg gagctactgt gagtccagct gaggcccacc 

<210> 2576 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25)-. . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43985274 
<400> 2576 

cttggctgga cctggaggcc ctgccagccc tgctctgccc agcccagcag 

<210> 2577 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucl-eotide polymorphism 
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<221> mi sc_feature 
<222> (0) . . . (0) 

<223> Accession number <:g43948X)77 



<400> 2S77 

acccttccac cccattccca cccaagccca occttctcca tgaccaaaaa t 



51 



<210> 
<211> 
<212> 
<213> 



2578 

51 

DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg4394B077 
<400> 2578 

tagtcttgga gctctgaata acaagggctc tcaattgagg ggggaaagag c 51 

<210> 2579 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43948077 
<400> 2579 

gctctgaata acaagagctc tcaatggagg ggggaaagag cctccaaact g 51 

<210> 2580 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43948077 
<400> 2580 

ataacaagag ctctcaattg aggggtgaaa gagcctccaa actgacatct a 51 

<210> 2581 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 948077 
<400> 2581 

ctctcaattg aggggggaaa gagccgccaa actgacatct aaaaattcct c 51 

<210> 2582 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948077 
<400> 2582 

caattgaggg gggaaagagc ctccatactg acatctaaaa attcctctta g 51 

<210> 2583 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948077 
<400> 2583 

tgagggggga aagagcctcc aaacttgaca tctaaaaatt cctcttagag a 51 

<210> 2584 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc__£eature 
<222> (0)...<0) 

<223> Accession number cg43948077 
<400> 2584 
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gggggaaaga goctccaaac tgacactaaa aattocfcctt agagacaoca Si 



<210> 2585 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 948077 
<400> 2585 

agcctccaaa ctgacatcta aaaatccctc ttagagacac cagttaott*: c 

<210> 2586 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948077 
<400> 2586 

ctccaaactg acatctaaaa attcccctta gagacaccag ttacttccaa a 

<210> 2587 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948077 
<400> 2587 

attcctctta gagacaccag ttactccaaa caaatctttt cctttttaat 

<210> 2588 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> {26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <0) . . . (0) 

<223> Ac-cession number cg43948077 



<400> 2588 
cccaactggt 

<210> 2589 
<211> 51 
<212> DNA 
<213> Homo 



catatccttt gaaaaactgc cttcataata cacttaaaag t 



51 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948077 
<400> 2589 

cctttgaaaa ctgccttcat aataccctta aaagtaatgc cttagagtag a 

<210> 2590 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<2 21> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931444 
<400> 2590 

tttgtagctg tttaaaaaaa aaaaaaaggt agctgtgata caaaccccag 

<210> 2591 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



51 



50 



<221> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg4 3 931444 
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<400> 2591 

ttgtagctgt ttaaaaaaaa 

<210> 2592 
<211> 50 
<212> DNA 

<213> Homo sapiens 



aaaaaaggta gctgtgatac aaaccccagg 



5C 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931444 



<400> 2592 
tgtagctgtt 

<210> 2593 
<211> 51 
<212> DNA 
<213> Homo 



taaaaaaaaa aaaaaggtag ctgtgataca aaccccagga 



50 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43 931444 
<400> 2593 

cgcagtagac agagacagac cgagagagga agggagagac agagggggcg c 

<210:> 2594 

<211> 50 

<212> DNA 

<213> Homo sapiens 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<22l> misc_f eature 

<222> (25) . . . (26) 

<223> Nucleotide deleted 



between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439S0308 
<400> 2594 

ttatgttaca tcaaggcagc catgcaataa aatggaaggc 



SO 
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<210> 2595 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . (0) 

<223> Accession number cg43950308 
<400> 2595 

aggtggccct tgtcaaggct actgcgccag gaggatcttt gcatctttag 50 

<210> 2596 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43 996195 
<400> 2596 

ggcacgggct ccagctcttg tgtaaaaaag aacaggaatg agaacagctt t 51 

<210> 2597 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 947998 
<400> 2597 

aataggggga gaagagaatg gtgggttttt ttttccccct taaaatgtaa t 51 

<210> 2598 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number -cg439S88S8 
<400> 2598 

ttctgtttgc tgtttttttg ttttgttttt ttttctccag agcacttfcgg t 51 

<210> 2599 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958858 
<400> 2599 

gctgtttttt tgttttgttt ttttttctcc agagcacttt ggtctagact a 51 

<210> 2600 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2^ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44016415 
<400> 2600 

agaaatgaga aaaaaatagc aagcgcaggg ccaattaagc atccctcbcc 50 

<210> 2601 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223>. Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4401641S 
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<400> 2601 

gaaatgagaa aaaaatagca agcgcagggc caattaagca tccctctccc 50 

<210> 2602 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . 10) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25)... {26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc__£eature 
<222> (0) . . . (0) 

<223> Accession number cg44016415 



<400> 2602 

ttaagcatcc ctctccccgt ttttcgaata caacacagtg atcctcaccg 50 

<210> 2603 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44016415 
<400> 2603 

tccccgtttt tctgaataca acacatgatc ctcaccgtaa cccctacaca 50 



<210> 2604 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43282997 



<400> 2604 



JSDOCID <WO 01 47944 A2 I > 



731 



WO 01/47944 



PCT/US00/3S498 



cgagacagga ggctgaaccc cggagotgca gocagggagg aggcagtggg SO 

<210> 2605 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43282997 
<400> 2605 

gggagggccg aggtgggctt gcagcacccg ccagggocag acgtctgcag 50 

<210> 2606 

<211> 50 

<212> DNA . 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 993893 
<400> 2606 

caaaggttaa gaaataaatt aagaccctat tgggttgtgt ctgccaggga 5*0 

<210> 2607 
<211> 50 
<212> DNA 

.<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43993893 
<400> 2607 

aggttaagaa ataaattaag actocattgg gttcjfcgtctg ccagggagga SO 
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<210> 2608 

<211> 51 

<212> DNA 

<213> Homo -sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43993893 
<400> 2608 

aagactccta ttgggttgtg tctgcgcagg gaggatacag gcctcattcg c 51 

<210> 2609 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935562 
<400> 2609 

cagtcagttc atccctaccc tggcctagat gatcactgat cttgtcatta t 51 

<210> 2610 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939941 
<400> 2610 

gacaatgatg gaggctcaga tcacattgca cctctttagt cttccaactt g 51 

<210> 2611 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . <26) 
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<223> Nucleotide deleted between bases 25 and 26 

<221> raisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4391*6712 
<400> 2611 

gagattatgt tgtgctcttt attgcaaaaa taaacacttt taaaaagaca 50 

<210> 2612 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916712 
<400> 2612 

actaaccagg agagaagtct agttgttccc tacaggtgca ctggaaacac *50 

<210> 2613 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916712 
<400> 2613 

ttggcgtacg gcatctcgcc cagggccacc agcctccgcg tctgctccgc 50 

<210> 2614 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988515 
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<400> 2614 

agaaacatta aacactatga cacattacct ttttagctat ttttaatagt c 51 

<210> 2615 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<22 3> Accession number cg43 935115 
<400> 2615 

tccacaatac ttagcacttg tcccccaagt gtaaacactt cccatggcgt g 51 

<210> 2616 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<22 3> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43935115 
<400> 2616 

taagaatttc aggccagttg tggtgctcat gcctgtaatc tcaccagttt 50 

<210> 2617 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222>* (26) . . . (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s c_f e a t ur e 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc__f e at ur e 
<222> (0) . . . <0) 

<223> Accession number cg43 935115 
<400> 2617 

tctccattta aaaaaaaaaa aaaaaggcat ttcaaactaa cagcggttta 50 

■ 

<210> 2€18 
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<211> 
<212> 
<213> 



51 
DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43935115 
<400> 2618 

gttttccccc agactgagat caagtaactt cactgcagtg gctcaagagt g SI 

• ■ 

<210> 2619 
<211> 51 
<212> DNA 

<213> Homo sapiens 

<220> 
* <221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43935115 
<400> 2619 

gtagccttgt cattgggcac acaaccacca cagttcatac agcaaatggg c SI 

<210> 2620 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

w 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948227 
c400> 2620 

aactcttatg atcaaaaaag gccacttttt ttaagattgt attacttgat t 51 

<210> 2621 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969348 
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<400> 2621 

tagotgctaa caatggcttg ggtctgaggg caacccaggt ccccatggtg c 51 

* 

<210> 2622 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43924683 
<400> 2622 

tacaaaaccc cccatccaga tatatcacgt taacaattct gagataactg 50 

<210> 2623 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<2 21> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 2623 

cgaggggatg cgcgccagca accccagctc tccccagaga ggggccggcc 50 

<210> 2624 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number <cg42534568 
<400> 2624 

ctctccccag agaggggocg gocgacgctg gagcggagcc tgacgccagg c 51 

<210> 2625 
<211> 50 
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<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 



<400> 2625 

ggtaagtggc tttttgtact gtagtcagat agagatattt tgggtatatt 50 

<210> 2626 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 2626 

actgtagttc agatagagat attttggtat attttcaaga tacatgttgt 50 



<210> 2627 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 2627 

agatagagat attttgggta tatttcaaga tacatgttgt attta-feggaa 50 



<210> 2628 
c211> 51 
<212> DNA 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 2628 

gatacatgtt gtatttatgg aagaatgtgt tggtcctgat ggtttttctg t 51 

<210> 2629 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 2629 

gtcctgatgg tttttctgtg ttactatatt agagtcagag atcttggtat 50 

<210> 2630 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 2630 

tgacgtcagg gccaagcigag gggatcgcgc -cagcaacccc cagctctccc 50 

<210> 2631 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 
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<223> single nucleotide polymorphism 

<221> misc__£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg44938709 
<400> 2631 

agaccgcgaa ccgggaggag cgcggcccca ccctaaagag ggcgcagccg 5 

<210> 2632 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42937321 
<400> 2632 

ggtgcccaca cgctggtgaa ccacgctacg cggagccccg ccgcaggccg 50 



<210> 2633 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42937321 



<400> 2633 

ccacacgctg gtgaaccacg gctaccggag ccccgccgca ggccgcgagc 

<210> 2634 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22i> mi s c_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42937321 
<400> 2634 

gaaccacggc tacgcggagc cccgcgcagg ccgcgagctg ccgcccgaca 50 

<210> 2635 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42937321 
<400> 2635 

accacggcta cgcggagccc cgccgaggcc gcgagctgcc gcccgacatg 50 

<210> 2636 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42937321 
<400> 2636 

cttggtctgc ctatgccctt gtttttatac atttccagac cattcatcaa g 51 

<210> 2637 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> X26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> <25) . . . 126) 

<223> Nucleotide deleted between bases 25 and 26 
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<:221> mis cofeature 
<:222> (0) . . . (0) 

<223> Accession number cg42937321 
<400> 2637 

accttactac aagggacctt caggcttttc tctttaaaaa aaaaaataca 50 

<210> 2638 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number. cg43 333426 
<400> 2638 

tcaggacaga gccaaccctg gctccgtgga ccttctggag gaaggtgggg g 51 

<210> 2639 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession. number cg40991967 
<400> 2639 

caacagggcc tcgggtaccc tcacctagca tatccaaact cttgcatcaa a SI 

<210> 2640 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43008113 
<400> 2640 

ctgcggcgtt ggccttggct ttggctttgg cggcggcggt ggagaagatg c 51 

<210> 2641 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 008113 
<400> 2641 

agtgtagttc tgaaactaag actatgatat tttgtttctt ttgatttctc 

<210> 2642 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (-0) 

<223> Accession number cg43917554 
<400> 2642 

gtccccactc aactgactca tacctttttc cggctgcatc actatgtgcc 

<210> 2643 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43262191 
<400> 2643 

tctgacccca ccctgggcca ctgcctgctc cagagagtgg accttgactc 

<210> 2644 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> 125) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2^6 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg432-62191 
<400> 2644 

ttcccatttt ctcagcctct tctcatgcct ccagagaggt gggtgcotgg SO 

<210> 2645 

<211> 51 

<212> DNA 

<213> Homo sapiens 

* 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43262191 
<400> 2645 

cttctcactg cctccagaga ggtggatgcc tgggttgaga gacacagctg c SI 

<210> 2646 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43262191 
<400> 2646 

aaggaggtca ttcatcaaca aatatgttta ttggagaccg actttgtgca a 51 

<210> 2647 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg432€2191 
<400> 2647 

atggcaattt aaccacattt ggaagcactg ccttcagctg agtttatgaa 50 
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<210> 2648 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951366 



<400> 2648 

ccctcagaca gcaaagccta ccccccgcgc cgcgccctgc ccgccgctgc g 51 

<210> 2649 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43951366 
<400> 2649 

cccgcgccgc gccctgcccg ccgctccgat gctcgcccgc gccctgctgc t 51 



<210> 2650 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43951366 
<400> 2650 

ccgcgccgcg cectgcccgc cgctgggatg ctcgcccgcg ccctgctgct g 51 

<210> 2651 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> X26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__feature 
<222> (0)...<0) 
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<400> 2651 

tttgaaattt taaagtactt ttggt-cattt ttctgfccatc aaacaaaaac a 51 

<210> 2652 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951366 
<400> 2652 

cttggattta aatctgtaaa atcagtagaa attttactac aattgcfctgt t SI 



<210> 2653 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43951366 



<400> 2653 

ttggatttaa atctgtaaaa tcagatgaaa ttttactaca attgcttgtt a 51 

<210> 2654 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg433062S4 



<400> 2654 

gcggctgcgc cccgcaccat gggggcagcc cagccccagc cgcggtaaac 50 

<210> 2655 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43306254 
<400> 2655 

gccgacctcc gccgccgccc gcgcccgtct gccccctccc gctgcggctc 50 

<210> 2656 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg433 06254 
<400> 2656 

tggctccctc ccgggccagt gagcctggcg ccgccgcggc cgcggtccca 50 

<210> 2657 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43306254 
<400> 2€57 

gagccctggc gccgccgcgg ccgcgtccca gcagcggagt agggcggcgg SO 

<210> 2658 
<2li> 51 
<212> DNA 
<213> Homo 



747 



iv xT 1 >/,/ a*> 



r - 



WO 01/47944 PCT/WS00/35498 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42913398 
<400> 2658 

tacaacataa aaaataaaat aagcagactg tctgaggggt ttatataagg t SI 

<210> 2659 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

m 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916732 
<400> 2659 

gctgcgtccc aggactgaga cgcagccagc cccggcccct agccctcagg 50 

<210> 2660 
<211> 50 
<212> DNA 

<213> Homo sapiens ' 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916732 
<400> 2660 

aggactgaga cgcaggccag ccccgcccct agccctcagg ccttctttct 50 

<210> 2661 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism. 
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<221> mis cofeature 
<222> <0) . . . (O) 

<223> Accession number cg43916732 



PCT/USOJ0/3S498 



<400> 2661 

atccaaataa atgtttctta atgaggaaaa aaaaaaaaaa aaaaaaaaaa a 51 

<210> 2662 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26). ..<0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967594 
<40O> 2662 

ttgctaggta taattttatt ttataaaaaa gtgtttctgt gattcttcag 50 

<210> 2663 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922779 
<400> 2663 

tttttaaaac taaccaaaaa aggocggtgc tgggattaca ggcatgagcc 50 

<210> 2664 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)...<26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg43 98-6296 
<400> 2664 

catctgctct gcagtcctgc cgcagattcc ctagtgaagc agcfccaggcc SO 

<210> 2665 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43986296 
<400> 2665 

cttctcaact tatatgtggg aagggtcccc catgcttggg ggacotaggc 50 

<210> 2666 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44932353 
<400> 2666 

ttcagccaca ctgacggctc tgagcagagc cacctcctgg ccccactggt 50 

<210> 2667 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 
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<223> Accession number cg43306871 
<400> 2667 

gtgttaagcc ttacatgaca atcacatgaa gatttacata cacatgttat 50 

<210> 2668 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg4330687l 
<4O0> 2668 

aggttcagag agggcacttg gcttgccaaa gtcacacagc agggagtggc 50 

<210> 2669 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 21> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg433 068 71 
<400> 2669 

gttcagagag ggcacttggc ttgccaaagt cacacagcag ggagtggcag 50 

<210> 2670 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> <26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . <0) 

<223> Accession number cg43306871 
<40O> 2670 

cttggcttgc ccaaagtcac acagcgggga gtggcagagg aagtcaggtt g 51 
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<210> 2671 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43306871 



<400> 2671 

gctctcagag gctgggtgat gaccgacttc ctggcttctc tggaataaac c Si 

<210> 2672 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923853 
<400> 2672 

acactttaag ataccattac atgctgtgtg tatttacaaa agttacaggt c 51 



<210> 2673 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 923853 
<400> 2673 

gaaaaaagaa actgtcattg acaaacgcga gctcattttt tgagcaacaa g 51 

<210> 2674 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi« cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc 
<222> (0) .". . (O) 
<223> Accession number og43923853 

<400> 2674 

ctccgcacct gctgaggcct ggagctgcct cccgggctga gggctcagct 50 

<210> 2675 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923853 
<400> 2675 

cctggagcct gcctcccggg ctgagtgctc agctctggcc tccggctgga t 51 

<210> 2676 
<211> 51 • 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eafcure 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
<400> 2676 

ttttgaatgt ctttcactcc ttttatggat aaactccttt atggtgtgac t 51 

<210> 2677 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
<400> 2677 

tgaatgtctt tcactccttt taaggttaaa ctcctttatg gtgtgactgt g 51 

<210> 2678 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg429I8069 
<400> 2678 

tttatggtgt gactgtgtct tattocatct atacttgcag tgggtagatg t 51 



<210> 2679 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number og42918089 



<400> 2679 

gtgtgactgt gtcttattca tctatgactt gcagtgggta gatgtcaata a SI 

<210> 2680 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 



<400> 2680 

tgtgactgtg tcttattcat ctatagcttg cagtgggtag atgtoaataa a 51 

<210> 2681 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
<400> 2681 

gactgtgtct tattcatcta tactttgcag tgggtagatg tcaataaatg t SI 
<210> 2682 



754 



VO 01 47944 A2J_> 



WO 01/47944 PCTAJS00/35498 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
<400> 2682 

actgtgtctt attcatctat acttgtcagt gggtagatgt caataaatgt t 51 

<210> 2683 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
<400> 2683 

gtcttattca tctatacttg cagtgcggta gatgtcaata aatgttacat a 51 

<210> 2684 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
<400> 2684 

tcttattcat ctatacttgc agtggcgtag atgtcaataa atgttacata c 51 

<210> 2685 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
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<400> 2€85 



<210> 2686 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
<400> 2686 

catacacaaa taaataaaat gtttagtcca tggtaaattt aaaaaaaacc g 51 

<210> 2687 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) ... (0) 

<223> Accession number cg42918089 
<400> 2687 

atacacaaat aaataaaatg tttatgccat ggtaaattta aaaaaaaccg c 51 

<210> 2688 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
<400> 2688 

aaatgtttat tccatggtaa atttacaaaa aaccgccgat actgacgggc 50 

<210> 2689 

<211> 49 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
<400> 2689 

aatgtttatt ccatggtaaa tttaacaaaa accgccgata ctgacgggc 49 

<210> 2690 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43074055 
<400> 2690 

ctcttccccg aacactgtgg cgtccggacg gccccacccg tccccccaca 50 

<210> 2691 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43990989 
<400> 2691 

attccatgta tgtcataggt gtgaacctta aatctttcca acagccactg 50 

<2l6> 2692 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<22l> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg43990989 
<400> 2692 

ggggacaccg acagtaagca gcggactggg attccagaca cgtggcfcggg 5t) 

<210> 2693 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967243 
<400> 2693 

gctggaacca cgggacatgt tggtacaagc actactttaa acacaafcccc t SI 

<210> 2694 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43967243 
<400> 2694 

atatagagtc ctaaccactt cggtgtagga ggagtgggag aggctccttt 50 

<210> 2695 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43974374 
<400> 2695 

ggtcactgtg tccgtattac caatggcagt caccccaaga aacacaagca g 51 

<210> 2696 
<211> 47 
<212> DNA 
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<220> 

<221> allele 
<222> (22) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2510140 
<400> 2696 

caagcagata ggacactgga agaaggaatg cccattaaaa ccagaag 47 

<210> 2697 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917011 
<400> 2697 

aactctcaat gcttaaccat tttcaattgc caggaaagag gtagaaatat c 51 

<210> 2698 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43930253 
<400> 2698 

atattggatg gcgaggacag cgtggcactg gctgcgagtg ttcctgagag t 51 

<210> 2699 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> <0) . . . (0) 
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<223> Accession number cg43930253 
<400> 2699 

atgacttatg acacttgcac agcatgctct goctcacaat gatgcagtca 5< 

<210> 2700 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc_f eature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43930253 
<400> 2700 

tgacttatga cacttgcaca gcatgctctg cctcacaatg atgcagtcag 5 



<210> 2701 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43930253 
<400> 2701 

gccacctggt gaagaagtga cctgcaacac aggaaacgat gggacctcag t 



<210> 2702 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43947922 



<400> 2702 

tagatttgag acaactagcc tgttattcag cccaatatcc occcatggtt t 

<210> 2703 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43104740 
<400> 2703 

acatggatga gcacacacac accaagtgcg cacacacacc gatgtacaca c 51 

<210> 2704 

<211> 48 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (23) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43297588 
<400> 2704 

ggcacagcat gcggggcgtg tgggcccccc cggtgtccgc cctgctgt 48 

<210> 2705 

<211> 49 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (24) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
*<222> (0) . . . (0) 

<223> Accession number cg43297588 
<400> 2705 

ggcacagcat gcggggcgtg tgcccccccc cggtgtccgc cctgctgtc 49 

<210> 2706 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> miscjfeature 
<222> (O) . . . (0) 

<223> Accession number cg432 97588 
<400> 2706 

ggcacagcat gcggggcgtg tgcgcgcccc cggtgtccgc cctgctgtcg g 51 
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<2Z0> 2707 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297610 
<400> 2707 

cagctgagca gggtggctgt tcctctgctg gattagggct gaatotgtgg g si 

<210> 2708 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297610 
<400> 2708 

gccggacatc ccaggcacac gtgtggccac ctfrcagcagg cattcgggtg SO 

<210> 2709 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297610 
<400> 2709 

gggctggtgg ctcatcaggc ctgggcocac actgacaagc gccagatacg 50 

<210> 2710 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917924 
<400> 2710 

attttgtctc actcgattca gacacgtaaa tgggagtttt cagtttatcc t 51 

<210> 2711 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<22l> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43 92168 0 
<400> 2711 

gccaagtcat ttaaaaagga tttagccact gcctttttct gagggaggag 50 

<210> 2712 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43921680 
<400> 2712 

catgttgtta aacagtagag gag;ccgggga ctctgtctcc attctctcat c 51 

<210> 2713 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_£eature 
<222> (0)...(0) 

<223> Accession number cg43921680 
<400> 2713 

aaaaaaaaac aaaaaaacac aacaaaaaaa aactgtcctc tgaggaggca 50 

<210> 2714 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg42033569 
<400> 2714 

gctgtccatt agtagaagag caagaaagcc ttggatgtca acgoctcgct c 51 

<210> 2715 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44031287 
<400> 2715 

ttcacaggtg ccagagctta gaggtttcac aggcaccggg gtggctcctg c 51 

<210> 2716 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43276961 
<400> 2716 

gatgacaaat actggttaat tagcagttta agaocagagc caaattatcc c Si 

<210> 2717 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ...<0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43276961 
<400> 2717 

ggcctaaaat tgatgcagtc ttctattcta aaaacaaata ctactatttc t 51 

<210> 2718 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43276961 
<400> 2718 

agtttgaaaa tagttacctt caaagccaag agaattctat ttgaagcatg 50 

<210> 2719 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43276961 
<400> 2719 

aaatagttac cttcaaaggc caagataatt ctatttgaag catgctctgt a 51 

<210> 2720 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> <0) . . . (0) 

<223> Accession number cg43O69905 
<400> 2720 

tcagcgccct ccacagtggc agtgcagctt ggaatcccgc ttocggttgt 50 

<210> 2721 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) ... . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43316919 
<400> 2721 

aaggaaagga gtattggaaa ttcaacaacc agatactcaa ggtagaacct SO 

<210> 2722 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44028327 
<400> 2722 

tggatgcatt tgaacctctg agtttctctt tcattttaaa tattgtctgt t 

<210> 2723 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44028327 
<400> 2723 

caagggtcga cccccaaagg caggggcaga gccagcatct gagagggagg t 

<210> 2724 
<211> 50 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> allele 

<222> {26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 979831 
<400> 2724 

gttggggaca aggatgacac cgaagtccag gagtccagga cagcaggtgc 50 

<210> 2725 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979831 
<400> 2725 

gacagcaggt gctggccggt ggggaacggg gaggggcact gagatgggca g 51 

<210> 2726 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920929 
<400> 2726 

ggaaaagaat ttaaaaggca aataattttt tttttoataa aaagtaaaag c 51 

<210> 2727 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc feature 
<222> (25) . . . (26) 
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<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg432684€8 
<400> 2727 

tgctgtcggg gtctggggag ccctctocgg ggggcbggca gggttotggc SO 

<210> 2728 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43268468 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



51 



<400> 2728 

ctgagggggc tccagccagc acagatcttt ttttgctgcc ttctaatcca g 

<210> 2729 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932980 
<400> 2729 

gagttatagc taccccggcc gcggaccggc tcactgcact acccocgecc 50 

<210> 2730 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932980 
<400> 2730 

gagaaacaca gtcattgtct *taggtattct atgggaggaa gtgaatagag c SI 
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<210> 2731 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932980 
<400> 2731 

gcaagaacca gcgcaagagg gaagcagagt tatagctacc ccggccgcgg a 51 

<210> 2732 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43990892 
<400> 2732 

aaaataattc atacaaaaat ttcaaacatc actgctgtag atattcctcc a 51 

<210> 2733 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

■ 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43990892 
<400> 2733 

aaatctttcc tttttgaaga tgactgcatg tgaaagaaat aaaatgtgaa a 51 

<210> 2734 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44002608 
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<400> 2734 

attcaaatta ttattatttt ttttttacaa agaaataaac cfcgtaaagga t 51 

<210> 2735 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439€9711 
<400> 2735 

caaataaatc aagctattat cgcctcgtga gtacaaacaa tgtttatttg t 51 

<210> 2736 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439€9711 
<400> 2736 

gctattatcg ccttgtgagt acaaaacaat gtttatttgt ttgtaaagtg c 51 

<210> 2737 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<22i> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43941472 
<400> 2737 

ggggacaaag cagcgtctgg ctcgatggaa gcgtccaaac otgcttttcc 50 

* 

<210> 2738 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43941472 
<400> 2738 

ttccgtcaga gcttctggct gctccagaat ggtggaatgc tgtgtcctct c 51 

<210> 2739 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43941472 
<400> 2739 

tggctgctcc tgaatggtgg aatgcctgtg tcctctcttc tgtctcctgc t 51 

<210> 2740 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43941472 
<400> 2740 

ctgtgtcctc tcttctgtct cctgccgcct ggaggcttcg gggctctccc g 51 

<210> 2741 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941472 
<400> 2741 

gcttcggggc tctcccgcct gccttctcgg ggcccagacg caaggcaccg a 51 
<210> 2742 
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<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43941472 
<400> 2742 

tcttttttaa aagaagatgg tttcagcttt aatataatgc tattatctta a 51 

<210> 2743 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941472 
<400> 2743 

taatgctatt atcttaagac ttaaagaagt tgctggagtt tgtatttcca g 51 

<210> 2744 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941472 
<400> 2744 

aatgctatta tcttaagact taaaagagtt gctggagttt gtattfcccag g 51 

<210> 2745 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43987538 
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<400> 2745 

actttattac acattattat gttacaagac aaatgcagat aattcttaat t 51 

<210> 2746 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43987538 
<400> 2746 

tttttttttt tttttttaat tttctgtaga ctttattaca cattattatg t 51 

<210> 2747 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg40312187 
<400> 2747 

aggatgatgt agattactga aaaatgcaaa ttgcaatcat ataaataagt g 51 

<210> 2748 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^f-eature 
<222> (0) . . . (0) 

<223> Accession number cg43918176 



<400> 2748 

tttttttttt tttttttttt tttttctgtg agaaaaagag actttattag g 51 

<210> 2749 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

« 

<223> single nucleotide polymorphism 
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<221> misc__£eature 
<222> (0) . . . (o) 

<223> Accession number cg43927549 



<400> 2749 

tgggcatcac gtaagcagca cactacgagg cccaggcgca ggcaaagaga 

<210> 2750 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

i 

<221> mis cofeature 
<222> (0) . . . (o) 

<223> Accession number cg43995873 
<400> 2750 

ggggcggggc ctcgcctgca caaatgggga cgaggggggc 

<210> 2751 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0)...(o) 

<223> Accession number cg43936109 
<400> 2751 

tccaataagc aaatggacat tggtcatttg gcatgtgt 

<210> 2752 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (o) . . . (o) 

<223> Accession number cg43 982087 
<400> 2752 

ttagtggctt caaaggccca gctgaaaccc tccacagoct aaggggtgtc c 

<210> 2753 
<211> 51 



SI 



SI 



aa ttctcttttt 5Q 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43982087 
<400> 2753 

taaagtgcct ccccctgtat tccccttccc agggcagccc ctgcccagca c 51 

<210> 2754 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44923577 
<400> 2754 

tcccaagaag aaggtcaaat aaggtggttc tttccttgaa gggcagcctc c 51 

<210> 2755 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42845774 
<400> 2755 

taaaatgaag acatttgggt gtttcgtgtc agtgaattat cttttctctt g 51 

<21C> 2756 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43255045 
<4t>0> 2756 
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atatcttgac acotgccaaa gctcocagca cgggaaaatg agaaacactg g 51 

<210> 2757 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43255051 
<400> 2757 

aggaagtttt tatgcagagg tcactacccc tgcactattc aagggttata a 51 

<210> 2758 

<211> 44 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (19) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966202 
<400> 2758 

tttttcgtcg tttttttttt aataaagaca ctgcttttat ttag 44 



<210> 2759 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43973080 



<400> 2759 

ggcaaaggct cccagctgta aggctagtgt gcaacatcta ctttaa-caga c 51 

<210> 2760 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . {0) 

<223> Accession number cg43957646 
<400> 2760 

agaaaagtga aacaaaacca taaacgaagc agcggggttc acgacgctaa a 51 

<210> 2761 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957640 
<400> 2761 

aaaggaatga agagggtgtg aggccaatgg ggctgggtgg gaggcggtgc 50 

<210> 2762 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<2 23> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44033566 
<400> 2762 

tgacgttatt agttttgttt tacctgaatg taataaattt tattgtataa a 51 

<210> 2763 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43957486 
<400> 2763 

aaacaaaggt tgagatgtaa aaggtgttaa attgatgttg ctggactgtc a 51 

<210> 2764 
<211> 51 
<212> DNA 
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<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957486 
<400> 2764 

atgttcagaa ggttgctcta gattgcgaga agagacaaac acctcocagg a 51 

<210> 2765 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (20) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) (0) 

<223> Accession number cg43249€06 
<400> 2765 

tttttttttt ttttttttga gagaagctga gctgtttaat caoct 4S 

* 

<210> 2766 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg449l843 9 

<400> 2766 ' 

ttttttttct ttttcttttt ttttttctgt tgaagattaa cactaattat o 51 

<210> 2767 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44918439 
<400> 27«7 

tcacattttc tcagtgtgcc cttcfcgfctat ctgccatgtc catagccata a 51 
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<210> 2768 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967978 
<400> 2768 

agttcagaat tctaggccca aaaggtgcaa cacccttcaa ocagtttcag 50 

<210> 2769 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967978 
<400> 2769 

tagagaagta aaagcaactc aggcggatat gaattcaaac ctcagtgtag a 51 

<210> 2770 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . {26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967978 
<400> 2770 

aagtcggtac agtgfcccagg cacgcgtccc ggagacggag gaagtgacta 50 

<210> 2771 

<211> SO 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 967978 
<400> 2771 

gggagggcgg gtctaaaagg cagggcagtc gccaggccta gggcaotgga 50 

<210> 2772 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43 96797 8 
<400> 2772 

gtcgccaggc ctagggcact ggaagagtag gaggagcaca gagaaccttc c 51 

<210> 2773 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases - 2 5 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967978 
<400> 2773 

agaccccagc acactcggct tctgcaggag gccagtggag tggtttggac 50 

<210> 2774 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 



780 



0147944A2 I > 



WO 01/47944 



PCT/US00/35498 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

< 2 2 1 > mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43967978 
<400> 2774 

cttggtaaag agctctgggg ggtttcccag aggagcctgt ccctctgccc 50 

<210> 2775 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44034221 
<400> 2775 

tgctgtacct cgatctgaat ctgccgggcc ccagcccact ccaccctgcc 50 

<210> 2776 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44034221 
<400> 2776 

ctgtacctcg atctgaatct gccgggcccc agcccactcc accctgccag 50 

<210> 2777 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44034221 
<400> 2777 

tgtacctcga tctgaatctg ccgggcccca gcccactGca ccctgccagc 50 

<210> 2778 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44034221 
<400> 2778 

ccagcccact ccaccctgcc agcagttcca gccagtcccc acagccfccat 50 

<210> 2779 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44034221 
<400> 2779 

ctatcttccc ccacccccag ctaccatagg ggctgcagag ttataagccc 50 

<210> 2780 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc_£eature 

782 

<WO 0147944A2J_> 



WO 01/47944 



PCT/US00/35498 



<222> (O) . . . (0) 

<223> Accession number cg43980812 
<400> 2780 

taaactcgag ggattattat ttcttaattg gagaaagaga agacagcatt t 51 

<210> 2781 

<211> 51 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931165 
<400> 2781 

cggctcccga gtcttggaga agagcgcgag aacctagacc gcccccgaag t 51 

<210> 2782 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43987609 
<400> 2782 

gcactccata ataactggaa tcccatgagt gtgtatgcca agtctcatga g "51 

<210> 2783 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42491601 
<400> 2783 

tggaagaaaa tatctaaata gctacagaag gagatgctgc tgaggttttg 50 

<210> 2784 
<211> 51 
<212> DNA 
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<213> Homo -sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42491601 
<400> 2784 

aaattgcctg caaaaatgaa atccaatgag cactagaata tttaaaacat c 51 

<210> 2785 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 947066 
<400> 2785 

tttagctttc cactgatatc tcaagctact ttocagatat taacagtact c 51 

<210> 2786 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947066 
<400> 2786 

cttaagctct tttaaatctg taattcgaat tacccaaagg atttttaaat g 51 

<210> 2787 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947066 
<400> 2787 

ataccaccta gtgtgctaaa gactatgact agcagcatta gagcagtaaa g 51 
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<210> 2788 

<211> 50 

<212> DNA 

<213> Hoiho sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> miscJEeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . to) 

<223> Accession number cg43947066 
<400> 2788 

tttttaaaac agaatttttt tttttcctga gggactcata cttgacaact 50 

<210> 2789 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947066 
<400> 2789 

ttattttctc aatcaaaatg aagtacttca tgttaattta gactgtttag c 51 

<210> 2790 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947066 
<400> 2790 

cccaagatct agtacgggct attcagggtt ctgaggcatg tccagcatgc a 51 

<210> 2791 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) .'. . (0) 



785 

ISDOCID- <WO 01 47944 A2_L> 



WO 01/47944 PCT/USOO/35498 

<223> single nucleotide polymorphism 



<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439€35<68 
<400> 2791 

cagatgcttt ctgaagagcc ctgggcaggg ggcagecttg cccctcacat SO 

<210> 2792 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . ..(0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963568 
<400> 2792 

ggattccagg tctggagcca agaacctagt ccaaagatcc cctcttocct t 51 

<210> 2793 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43963568 
<400> 2793 

caggagggag gtccactgca ttttgctctc aagttgaact tttcagagaa 50 

<210> 2794 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mi sc_feature 
<222> f25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mi s c_£e a t ur e 
<222> (O) . . . (0) 

<223> Accession number cg43963568 
<400> 2794 

ggagggaggt ccactgcatt ttgtcctcaa gttgaacttt tcagagaagt 50 

<210> 2795 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22X> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43963568 
<400> 2795 

ggatgtgatg gcatctgggc agagctatac ttgggctaac tctcctccaa 50 

<210> 2796 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43983086 
<400> 2796 

agcctaggat ggtcagcagc aaggtgtccc gggggatggc ttacctccct c 51 

<210> 2797 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983086 
<400> 2797 

tagtggtcaa ccccaggcct caggcacatc accactgcag gtagttcatc g 51 
<210> 2798 
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<212> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983086 
<400> 2798 

acacaggcag ttcctcgcaa acactacgac tcaagaaagc gagttttaaa g 51 

<210> 2799 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43983086 
<400> 2799 

cacaggcagt tcctcgcaaa cactcagact caagaaagcg agttttaaag t 51 

<210> 2800 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26*) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923264 
<400> 2800 

ctgttcagtg ccgacctgcg ccaatgccgc catgctcagg agccaccagc a 51 

<210> 2801 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<22 3> Accession number <^g43 923264 
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<400> 2801 

ggccggaagg ctagatgggg cacccaggac aaagaaattc cccaagcacc t 51 

<210> 2802 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923264 
<400> 2802 

gggcaccctg gacaaagaaa ttcoctaagc accttcccct ccattcccca c 51 

<210> 2803 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923264 
<400> 2803 

tcagggaggg aaggggagca ggctggcccc caagccctcc cacgcagagg a 51 

<210> 2804 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43923264 
<400> 2804 

aggcggggct actacggggc ggtgctgctg tggaaatgcc tgcocgcgcg 50 

<210> 2805 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 



789 

1NSDOCID- <WO 01 47944 A2_l_> 



WO 01/47944 



PCJ7WS0D/35498 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916919 
<400> 2805 

ctttattgaa catctgcagg gggcactctg cactgaccag goagccagag SO 

<210> 2806 

<21X> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949677 
<400> 2806 

ccttttgctg gatatgcaga aatgacagga aaaaaaccaa tggtgaaatt t SI 

<210> 2807 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42894986 
<400> 2807 

attccagctc ctggccctcc tggaagccag gctctaaaca agcagggaga g 51 

<210> 2808 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971282 
<400> 2808 
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atgotgggga cactacaggc acacacagga atagcagggc caccctcaga g 51 

<210> 2809 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 21> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43962437 
<400> 2809 

aggaggacct ggggggggca agagcctcag gagaaggcgt gccgcccttc c 51 

<210> 2810 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (17) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956325 
<400> 2810 

tcgtcttttt tttttttctt ttaacaaaag caacaatttt ta 42 

<210> 2811 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43956325 



<400> 2811 

ttatagaaca atgaaaattc ctgttcggaa cacaagttgc tgtttatatt t 51 

<210> 2812 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<222> (0) . . . <0) 

<223> Accession number cg43 95^325 



<400> 2812 

agaagaagta aggtggagct gttggaaaag cccafccgtgg acctttggag a 51 

<210> 2813 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956325 
<400> 2813 

attatcttgc tttatattta atggagtaga actataaaga ttcttaactt t 51 

<210> 2814 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 985529 



<400> 2814 

atgcaggggc gtgcattggc tgctgcgctt ttgtaattga attgttttaa 50 

<210> 2815 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985529 
<400> 2815 

tgcaggggcg tgcattggct gctgogcttt tgtaattgaa ttgttttaaa 50 
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<210> 2816 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43305278 
<400> 2816 

gggggagctt ctggtcctgg gggtaccact tgtgagggag tggggggaca 50 

<210> 2817 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44 017869 
<400> 2817 

aaatgggaac aaatatagat aatcggttcc tgggtcaaag gcatttagaa a 5i 

<210> 2818 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (o) 

<223> Accession number cg42914441 
<400> 2818 

ccagaccgtt cccgggocgg ccagccgcca ccatggtggc cctgaggcct g 51 

<210> 2819 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<221> misc_feature 
<222> (25) - . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43929931 



<400> 2819 

gcaccgcgtt tccatagcag catgtctacg gaaacccagc acgtgtgtag 50 

<210> 2820 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) * 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43929931 
<400> 2820 

caccgcgttt ccatagcagc atgtctacgg aaacccagca cgtgtgtaga 50 



<210> 2821 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4391834 6 



<400> 2821 

ttctgagtgc atgaagttat aaaggtccta catgtaatgc atatgtgatg c 51 

<210> 2822 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43S1834€ 



794 



INSDOQD: <WO. 



0147944A2J_> 



WO 01/47944 



PCT/US00/35498 



<4O0> 2822 

cagcttcttt gttaatacac ccatgctaaa tttcaacagt gccacafrctg c 51 

<210> 2823 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918346 
<400> 2823 

attctctgtt ctcaaggcac ctggatggtg acccggggcc gtcctctcct c 51 

<210> 2824 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918346 
<400> 2824 

tctcaaggca cctggaaggt gaccctgggc cgtoctctcc tcctcttcat g si 

<210> 2825 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942332 
<40O> 2825 

gtgttcggtg ggaaggtggg attttgggtt ctctggaatt gaatgtttag t 5i 

<210> 2826 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942332 
<400> 2826 

aataagaaat tttaatgcac gagtagaggg ggtggtgggt tgtgcacttt t 51 

<210> 2827 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (OK . . (0) 

<223> Accession number cg43942332 
<400> 2827 

gctatataat tttaatctaa agattggggc atacagaaag catttcacat a 51 

<210> 2828 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 21> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43942340 
<400> 2828 

tttttttttt tttttttttt ttttttaaaa ggaaatccca atctttttat t 51 

<210> 2829 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942338 
<400> 2829 

gtgttcggtg ggaaggtggg attttgggtt ctctggaatt gaatgtttag t 51 

<210> 2830 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . i0) 

<223> Accession number cg43942338 
<400> 2830 

accccaccga gaaaaaagag caccaagaaa agagcagaag aggacaagag a 51 

<210> 2831 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

, <221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43942338 
<400> 2831 

aataagaaat tttaatgcac gagtagaggg ggtggtgggt tgtgcacttt t 51 

<210> 2832 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439€1212 
<400> 2832 

taccacgggt catttagaaa aacagaaaaa aatatacacc tagtctttgc 50 

<210> 2833 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_fea*:ure 
<222> (0) ... (0) 

<223> Accession number cg43961212 
<400> 2833 

ggtcatttag aaaaacagaa aaaaatatac acctagtctt <tgcaattaaa 50 

<210> 2834 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

i 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43981852 
<400> 2834 

cagaggtcga ggagctcgcc tgggctagac atcctccaca ggaacagtga 50 

<210> 2835 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43981852 
<400> 2835 

agatgaaggt ggcgtgtggc tgtggcctac gcatccccgt tctccatgcg SO 

<210> 2836 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (0) . . . (O) 

<223> Accession number cg43981852 
<400> 2836 

atgaaggtgg cgtgtggctg tggcctacgc atccccgttc tccatgcggc 50 

<210> 2837 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43051163 
<400> .2837 

gggatctttg gcagaggagt gatctgagaa gaaaccgaga gacgtggcgt c 51 

<210> 2838 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 051163 
<400> 2838 

ttaactcacc ctggtatggc taaagcaagg gccaggcacc tggaagactc 5 0 

<210> 2839 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 051163 
<400> 2839 

taactcaccc tggtatggct aaagcaaggg ccaggcaoct ggaagactct 50 
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<210> 2840 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42887734 
<400> 2840 

gcttctatcc acccatgagg caoctgggct tctcagccac oocgtggtgt 50 

<210> 2841 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42887734 
<400> 2841 

tctatccacc catgaggcac ctgggcttct cagccarccc gtggtgtaac SO 

■ 

c210> 2842 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42887734 
<400> 2842 

ccccacttct tccctccagc ctgcaatgcc ctcctotgga actgggatta a 51 



<210> 2843 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42893961 
<400> 2843 

gagaaagagg aatgaggggc agggcaggcc aogggggggc acctcaataa 50 

<210> 2844 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42896604 
<400> 2844 

ccttcatttt tttttttttt ttttttagaa acaaagatca gttaaatttt a 51 

<210> 2845 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43282400 
<400> 2845 

taatgaaaat aatttgtaaa atgtctttaa aagtttaatg atacttctga 50 

<210> 2846 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43336710 
<400> 2846 

cttctgtgct gcatgcagag gggtgtaagg ccagggcagc t:gacctggtc a Si 

<210> 2847 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43336710 
<400> 2847 

tctcggttgg gatggattcg tgttcatttc tcagctgctg aaggatgtgt g 51 

<210> 2848 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_jf eature 
<222> (0) . . . (0) 

<223> Accession number cg43135652 
<400> 2848 

tcctggggtt ggggaggggg tcgggtccca ggacctgagc otggccatgt 50 

<210> 2849 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
c222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg439T6895 
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<400> 2849 

agggacgaga gccgtgggtc ccaacggggc ccttggacac cactggcaat 

<210> 2850 
<211> SO 
<212> DNA 
<213> Homo sapiens 

<220> 

<22l> allele 

<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916621 
<400> 2850 

agcattcctg ctcccctccg tgggacagcg tctccttttc aattcatgtg 50 ■ 

<210> 2851 

<21l> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42898003 
<400> 2851 

cttccagaca aagacccaca aggggccgcg cctccctggt ggggacccgg c 51 

<210> 2852 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42898003 
<400> 2852 

gacaaagacc cacaaggggt cgcgctocct ggtggggacc cggcagggcg 50 

<210> 2853 
<211> 51 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 

<222> (0) ... (0) 

<223> Accession number cg43919386 



<400> 2853 

atacatatgg atgttactct cttgccccaa attatcttga tacattcaaa t 51 

<210> 2854 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919386 
<400> 2854 

atttgtctgg ttaaaaaata ggtggaagat attgaggcca agaatattgc a 51 



<210> 2855 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<22i> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg42731508 

<400> 2855 

acaccgggtg accccttagg gcaccaggca agatccctaa gaggcaccca 50 



<210> 2856 

<211> 51 

c212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc feature 
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<222> (0) . . . (0). 

<223> Accession number cg42731508 
<400> 2856 

ctccctccgc ggtcggattc tggagtgtgg gaggcatctt ggcctgcagt a 51 

<210> 2857 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44014373 
<400> 2857 

gtgagactgt tacagaaaaa aaaaaaaaag tttctgagtc tgataattcc 50 

<210> 2858 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43977049 
<400> 2858 

ctggggcccg aggagctcag gaaaatggaa gcggagtctt tgcatagttc t 51 

<210> 2859 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42379998 
<400> 2859 

atcaaaacaa agtaaaagat gtttacaaaa gccatttcct tttctttccc c 51 

<210> 2860 
<211> 51 
<212> DNA 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43929049 
<400> 2860 

agaagtaaac ctctaaaact gaagaagacc ctctaaagga gaaaactata g 51 

<210> 2861 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929049 
<400> 2861 

ggtttctata taccttctgg attttaaaaa acccaaaaat taatggctca 50 

<210> 2862 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929049 
<400> 2862 

atataccttc tggattttaa aaaaaaccca aaaattaatg gctcaagata c 51 

<210> 2863 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 
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<400> 2863 

tttttttttt tttttttttt tttttgtttt aattcaataa acatgtagat t 51 

<210> 2864 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43929049 
<400> 2864 

tttttttttt tttttttttt ttttttattc aataaacatg tagatttatt t 51 

<210> 2865 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4392 9049 
<400> 2865 

tttttttttt tttttttttt ttttatttca ataaacatgt agatttattt t 51 

<210> 2866 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929049 



<400> 2866 

aaaattacag aagctt-caaa ttgttgtgtt ttcacaaaat ttgctacata t 51 

<210> 28€7 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 



807 



ISDOCID: <WO. 



01 47944 A2_L> 



WO 01/47944 PCT/l?S00/35498 

<223> single nucleotide polymotphi-sm 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43929049 
<400> 2867 

aggcacttga aaacattaag tatatctaca aatgtgcaag taaaacaaac a SI 

<210> 2868 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929049 
<400> 2868 

atgcagagtt tgtttatgaa atgaaacaaa gcagtttgtc atttcttact a 51 

<210> 2869 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936426 
<400> 2869 

ggggaggaga gagaagggga caccaattct ttagacacat ctgtgtttct g SI 

<210> 2870 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936426 
<400> 2870 

ggccaggagt ttgggtgtgc actggttgtc tttcaactgg gtggaaccaa a 51 

<210> 2871 
<211> 50 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 

<222> (26)... <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936426 
<400> 2871 

actgggtgtc tttcaactgg gtggaccaaa ctgagtcctt gaagtctcgc 50 

<210> 2872 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936426 
<400> 2872 

actgagtcct tgaagtctcg ctccttaggc tgcagaagaa tagatggctt t 51 

<210> 2873 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936426 
<400> 2873 

agtctcgctc ctgaggctgc agaagtatag atggcttttc cctgcctcga g 51 

<210> 2874 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936426 
<400> 2874 

tagatggctt ttccctgcct cgaggtggga taagggaggc aaagctggga 

<210> 2875 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



50 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg43936426 
<400> 2875 

tggcttttcc ctgcctcgag ggtggcataa gggaggcaaa gctgggagaa a 



51 



<210> 2876 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 936426 



<400> 2876 

tccctgcctc gagggtggga 



taaggaggca aagctgggag aaagaaaggg 



50 



<210> 2877 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4393^426 



<400> 2877 

agggaggcaa agctgggaga aagaagggga 
<210> 2878 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936426 
<400> 2878 

gagaaaacga atggccggca caggtcctgg gccccagcct tcaagtgcgg 50 

<210> 2879 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933305 
<400> 2879 

acagttaaga tacattaaaa aaaaaggaaa gatacccaca attccattct 50 

<210> 2880 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933305 
<400> 2880 

cacctgtaca acctcocctg acagacagtg agagccgcgg cggggccagg g 51 

<210> 2881 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933305 
<400> 2881 

gccaggggct ctgtgtgctt tggagctact gcctctggaa tgtttcgcat SO 

<210> 2882 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986028 
<400> 2882 

ggaggcgcga gtgaaggaag acgaatgcgt gacccgaccg gctgtggtgt 50 

<210> 2883 

<211> 50 

<212> DNA 

<213> Homp sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986623 
<400> 2883 

ccatcggtcc gtccatccat gtcccagttg accgcccggc accactagct 50 

<210> 2884 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919048 
<400> 2884 

gaggtgagag aattccaagt tttgaaggga gtggtccaaa gagtaacaac t 51 

<210> 2885 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919048 
<400> 2885 

gagaggctag gcagtgaaca catcatgtat gcaatgagaa aataaccaac t 51 

<210> 2886 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927885 
<400> 2886 

atgctggagg tgggggtgct gtgttttaga ccccccatat tatcccagtg t 51 

<210> 2887 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 927885 
<400> 2887 

ctctcagcca tatctttcag cccccactcc cctggatccg tgtgtgtgtg t 51 

<210> 2888 
<211> 51 
<212> DNA 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 927885 
<400> 2886 

agatgatttt tccggttgtc cttaaaaccc cttcctgagg ttcccttcac c 51 

<210> 2889 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43958532 
<400> 2889 

tcctgactcc aggctaggtc cccaagggag gtcaggctca gacttggacc 50 

<210> 2890 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43958532 
*<400> 2890 

ggaggtcagg ctcagacttg gacctaggcg ctggaagtgt gagtaatggt t SI 

<210> 2891 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
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<40O> 2891 

ttttcttttc aagatgctac atagtgaaac agaactgggt tggtctttta t 53 

<210> 2892 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (25) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43977322 
<400> 2892 

tttttttttt tttttttttt cagattccag ccaccaggtt tattttcatg 50 

<210> 2893 

c211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43977322 
<400> 2893 

atggaaagtt ggttttaagc cagaaatctg gagagatgtc atgccaggca g 51 

<210> 2894 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43977322 
<400> 2894 

ggtttatttt catgctataa ataaagttcc ctattagttc ccattttctt a 5i 

<210> 2895 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> <2£) ... (0) 



815 



^iSDOCID: <WO. 



0147944A2_L> 



WO 01/47944 PCT/CS0O/35498 
<223> single nucleotide polymorphism 

<221> mi sc_f mature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 961860 
<400> 2895 

agtttagcag tctgcttaaa atgttaaaaa aaaaatcata aaaagccatt 50 

<210> 2896 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2*6 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43961860 
<400> 2896 

tctgcttaaa atgttaaaaa aaaaatcata aaaagccatt gttctgttac 50 

<210> 2897 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43918310 
<400> 2897 

atgctgaatc ccctatccca ttctgcgtat gagtcccatt tgccttgcaa t 51 

<210> 2898 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi s c_f <e a ture 
<222> (25) . . . (26) 

<223> Nucleotide deLeted between bases 25 and 2« 
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<221> misc_ feature 
<222> (0)...(0) 

<223> Accession number cg42673122 
<400> 2898 

accaggaggg ggctgggggc ggccacacca gcggcgtcct gctcagcccc 50 

<210> 2899 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43974392 
<400> 2899 

ccagagggtg gtgtggtgtc cagggatoca tctttocaga atccatgcct g 51 

<210> 2900 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43974392 
<400> 2900 

gattcctttc atctcagcaa aatggcactg ccagagccat ttctgatcac 50 

<210> 2901 

<211> 50 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc__feature 
c222> (0) . . . (0) 

<223> Accession number cg4 3 974392 
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<400> 2901 

agtgcggott cctggcaaca aggtagccct ggtgcagggc aagccgcagc SO 

<210> 2902 

<2X1> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43999676 
<400> 2902 

aaaattagcc aggagcattg gctcatgtct gtaatcccag cactttggga 50 

<210> 2903 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43999676 
<400> 2903 

aaattagccg ggcatggtgg tgcacgccta tagtcccagc tactcgggag g 51 

<210> 2904 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43999676 
<400> 2904 

acacctatag tcccagctac tcggggggct gaggtaggag aatcgtttga a 51 

<210> 2905 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 
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<22X> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> rnisc__feature 
<222> <25) . . . US) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s cofeature 
<222> (0) . . . (0) 

c223> Accession number cg43999676 
<4O0> 2905 

tctcaaaaag aaagaagtga ctaggttcag agaaccaggg ttcaaagccc 50 

<210> 2906 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43317375 ' 
<400> 2906 

cactaggtct tcagaatgga cgtccctctg ccagagactt ccagcgggcg g 51 

<210> 2907 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972499 
<400> 2907 

aatgaagatg gggcagactg ggcccagcat ctgaggcccc acccccatgc 50 

<210> 2908 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc_feature 
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<222> (0) . . . (0) 

<223> Accession number cg43972499 
<400> 2908 

tttttttttt tttttttttt tttttatcaa gggacagctc ggctgtttat t 51 

<210> 2909 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986130 
<400> 2909 

cgcacacaat aagctgggcc tgagcaggag gcaggcgggg tgttggggga 50 

<210> 2910 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43986130 
<400> 2910 

gggagcccct ctgctatctc agccaggagg aaggagagac caaggcacag a 51 

<210> 2911 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986130 
<400> 2911 

aaaacaaagg ctttaattca ctccaaccac cctctgtccc gcagtgtccc a 51 

<210> 2912 
<21l> 50 
<212> DNA 
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<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43986130 
<400> 2912 

tcccgcagtg tcccaggcag aggcctctcc cttcccagaa ggcactggga 50 

<210> 2913 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 054994 
<400> 2913 

catggtgaat ataagaactg aattcacatg tgctgcatga agagctaatt 50 

<210> 2914 
<211> 51 
- <212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22x> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43054994 
<400> 2914 

agaaccatga tttagatgta gttttgcaga gacaaaaatc catgagtgaa t 51 

<210> 2915 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) ... (0) 
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<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg40388639 
<400> 2915 

gccggctgca agtttgtaag cgcggacaga cactgctgaa cctttcctx:t 50 

<210> 2916 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43987111 
<400> 2916 

ttgagaaaca aggtgaccga tggggactct gcagccccac ccaccatcgg 50 

<210> 2917 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (18) ... (0) 

<223> single nucleotide polymorphism 

« 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43981333 
<400> 2917 

ttttttttta gctatccaat aattatttat tgaaagaaat gac 43 

<210> 2918 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43971304 
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<400> 2918 

ccccgatcca gatctgcacg gggtgcggcc ccgcagtgcc cccacccagt c 5i 

<210> 2919 

<2li> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971304 
<400> 2919 

tccagtttcc aagttcctgc actcctgaat ccacaaagcc gtgcctttct c 51 

<210> 2920 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 2l> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43971304 
<400> 2920 

tggaccgctt cccagaggcc aggaaatctg ocattactct gcggtggtgc c 51 

<210> 2921 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> miscJEeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43971304 
<400> 2921 

gagggatgtt ctagcoctcc ctggctgttra gagccaggct ctgcctggag 50 

« 

<210> 2922 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphi-sm 



<221> mi s c_f eatur e 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43971304 
<400> 2922 

gagcgtcttg caagcttccc gtcggca*cca getactcggc cocgcaccct SO 

<210> 2923 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature .... ^ %J> >..._. 

<222> (0) ... (0) 

<223> Accession number cg43 918*681 
<400> 2923 

tttttttttc accatttttt tttttattta tttccaggac tatgttttta c SI 

<210> 2924 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43983214 



<400> 2924 

gacccaagtg aagcgcaggt ggggtttgaa tcctaggcag ctggcttctc a 51 

<210> 2925 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43949316 
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<4O0> 2925 

ttatttaaaa cagggatcca tcagacgtgg tgaactatca aggtcaaggt t 51 

<210> 2926 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43949316 
<400> 2926 

gaacaaaccc gatgtaaaag gcaccaagct ggggagaagc tgtggtgttc a 51 

<210> 2927 

<211> 50 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43949316 
<400> 2927 

ttctgctcta gaaggaaggg gaaccttccc ccagtatcaa tttcagcagc 50 

<210> 2928 

<21l> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43967343 
<40 # 0> 2928 

ccccgcgtgc agaaccctgc ttgcactcag gtttcggggt gcttgaggag 50 

<210> 2929 
<211> 50 



825 



JSDOCID- <WO 01 47944 A2_l_> 



WO 01/47944 



PCTYWSOO/35498 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg43976335 
<400> 2929 

aaggcagaat tagggaaagg ctatgccctc cactccccct cctcctacca 50 

<210> 2930 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc__ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<210> 2931 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43976335 
<400> 2931 

actggaacct gctgaaaagg ctgataaggg gctgacagga gtggggcagg g 51 

<210> 2932 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 



<221> 
<222> 
<223> 



mi sc_f eature 
(0) . ... (0) 

Accession number cg43976335 



<400> 2930 

gcagaattag ggaaaggcta tgccctccac tccccctcct cctaccactc 



50 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc — feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 959826 
<400> 2932 

gccgatgcct ggctccatcc agagcagccc agcccaggga ggctgcatgg 50 

<210> 2933 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg[43953338 
<400> 2933 

tttgtgtttt catctcctaa aagtggtttt tatttccttg tatctgtagt c 51 

<210> 2934 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982623 
<400> 2934 

tcctgcctcc tctctcagac agggaagcgg gaaccagact tactgatcca a 51 

<210> 2935 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <25) . . . (26) 

<223> Nucleoti-de deleted between bases 25 and 26 

<221> mis cofeature 
<222> <0) . . . (0) 
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<223> Accession number cg43982623 
<400> 2935 

gcagcgacac agcatcccct ctggtccctc ctggggctgc tcetcagcag SO 

<210> 2936 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982623 
<400> 2936 

gcatcccctc tggtcccctc ctgggctgct cctcagcagg gggcgcacca 50 

» 

<210> 2937 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43987048 
<400> 2937 

tttttttttt tttttttttt ttttagcatt taaaaatcag tatttaatta c 51 

<210> 2938 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43124627 
<400> 2938 

tttcattaat taccatatct ataaacaaac atagtatctg ^tcaatctcta SO 
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<210> 2939 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933068 
<400> 2939 

agccagggtc ggtgaaggat cccaagatgg ctgggcgaaa acttgctcta a 51 

<210> 2940 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 
<400> 2940 

acacctaagc caagacactg gttctcttcc ggaatgaggc cctgggagga 5 0 

<210> 2941 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 
<400> 2941 

atgaagacac agctgttaac aattgctgat cagcccccag aatgcctcac 50 

<210>. 2942 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

c221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 
<400> 2942 

cttaccttga ccacacattc cctgcagaga agatggacga cgctgtggct c 51 

<210> 2943 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 



<400> 2943 

attttataca agaagataaa aaaatgtaac tccttgctac cagtaagtaa g 51 

<210> 2944 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275 028 
<400> 2944 

aaaatctgat cgaggatttc aactctgggc tgattgggcc cctgcttafcc t 51 



<210> 2945 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mi s c_f -ea tur e 
<222> (0) . . . (0) 

<223> Accession number cg42521802 
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<400> 2945 

agtctccaga acccafcgatg aactggatct gccgtggtcc tgccgtggtc 50 

<210> 2946 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 2946 

tccggaaaag cccgtgcgca gtgaggcatc taagagacat tcatttggat t 51 

<210> 2947 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 2947 

cggaaaagcc cgtgcgcagt gagacgtcta agagacattc atttggattc c 51 

<210> 2948 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 2948 

aagcccgtgc gcagtgagac atctaggaga cattcatttg gattcccctc t 51 

<210> 2949 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_£eafcuare 
<222> (O) . . . (0) 

<223> Accession number cg430€4O68 
<400> 2949 

cttttccctt tgggcccttg gccttactat gatgatatga gattctttat g Si 

<2X0> 2950 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 2950 

ctatgatgat atgagattct ttatgaaaga acatgaatat aagttfctgfcc t SI 

<210> 2951 

<2ll> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
c222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 2951 

agattcttta tggaagaaca tgaatgtaag ttttgtcttg ccctggtttt g 51 

<210> 2952 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42875572 
<400> 2952 

gcagtttttt actatttaca aaatgccatt tagagtggag gfcggccacct t 51 

<210> 2953 
<:211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42875572 
<400> 2953 

ttttactatt tacaaaatgt catttggagt ggaggtggcc accttoagta g 51 

<210> 2954 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg42875572 
<400> 2954 

tatttacaaa atgtcattta gagtgaaggt ggccaccttc agtagctgag g 51 

<210> 2955 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42875572 
<400> 2955 

cagtagctga ggcaatgtct ttcacatgag atggccacag aagtgtggtt c 51 

<210> 2956 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg4287S572 
<400> 2956 

aatgtctttc acgtgagatg gccactgaag tgtggttcct ggaactggct c 51 

<210> 2957 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42875572 
<400> 2957 

ggccacagaa gtgtggttcc tggaatfcggc tcacaaaggc cacaggctgt c 51 

<210> 2958 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42875572 
<400> 2958 

aagtgtggtt cctggaactg gctcagaaag gccacaggct gtcctggg^g a SI 

<210> 2959 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42875572 
<400> 2959 

gcaccaaaaa ggctcagtct tctgtctctt catacgtcgt ctcgtcaaag g 51 

<210> 2960 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42875S72 
<400> 2960 



834 



3NSOOC40: <WO. 



01 47944 A2_l_> 



WO 01/47944 PCT/US00/35498 
aggctcagfcc ttctgtttct fccataggtcg tctcgtcaaa gggcctgtcc a 5; 



<210> 2961 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43931248 
<400> 2961 

catgggggct gtatttaagg acaccgtgcc ccaagcccac ctggggcccc 

<210> 2962 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931248 
<400> 2962 

accactgcgc ccttctccct gaggagcctc agctttccct cgaggccctc c 

<210> 2963 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43274187 
<400> 2963 

tgagtatcta oattoaattg ctttactaaa ttaacaaaaa acatgcaaat 

<210> 2964 
<211> 51 
<212> DNA 
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<213> Homo -sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980446 
<400> 2964 

gtccatcaat tgaaagcaca ttcccgtacg tttgctggaa ggatggcatg t Si 

<210> 2965 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980446 
<400> 2965 

tgatgattct gattggggga aaatacagtt ctacctatct atatttgttt t 51 

<210> 2966 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43980446 
<400> 2966 

tttgtttttc ttttaattat ttggtttctg gatggtgaat taatgaagca a 51 

<210> 2967 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980446 
<400> 2967 

atccatgcaa gaacacaaag oetatgttta aactaaaaaa aagaagagat t 51 
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<210> 2968 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26)... <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980446 
<400> 2968 

tccatgcaag aacacaaagc ctattgttaa actaaaaaaa agaagagatt g 51 

<210> 2969 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980446 
<400> 2969 

ccatgcaaga acacaaagcc tatttgtaaa ctaaaaaaaa gaagagattg t 51 

<210> 2970 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43332146 
<400> 2970 

tcaaaactct gtcaagaact ccgtcggctt ggggttattc agtgtgacct a 51 

<210> 2971 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 
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<400> 2971 

ggcggcctag gggaagatcg gggaggctgg ttttgatgaa agtatgttaa c 51 

<210> 2972 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43047272 
<400> 2972 

gtatgttaac ttttcttttc cacttgggga ccctgttcag tatcttttgt a 51 

<210> 2973 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . - (0) 

<223> Accession number cg43272560 
<400> 2973 

cccagcccag ctcagctcag ctactccaag ggcaggacca atggctgagc SO 

<210> 2974 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43272560 
<400> 2974 

gcccctcaca ggcttggggg ttttctatgt gaaacacatg ocagttfct-ta a 51 



<210> 2975 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43272560 
<400> 2975 

aatttgcacc tttgtctgga tgcactcttc tgaccttgct gccacaacct g 51 

<210> 2976 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43272560 
<400> 2976 

caacctgtgg ggtctgatgt gtcccatgat gggtgctgcc ctcagggact g 51 

<210> 2977 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43272560 
<400> 2977 

aacctgtggg gtctgatgtg tccctagatg ggtgctgccc tcagggactg c 51 

<210> 2978 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43272560 

<400> 2978 

taggcccttt cataaaaacc aaactgtagc aagatgcaaa tgcatggcaa a 51 
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<210> 2979 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (2«) 

<223> Nucleotide deleted between bases 25 and 2*6 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43272560 
<400> 2979 

accaagacag tgctgagatt ggaaagggca cfrcatbfcgga ttgcctta>ct SO 



<210> 2980 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43261247 



<400> 2980 

ccctaaacac taccaaatag ctcttctggg gcaggctggg catgtccaaa g 51 

<210> 2981 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982€33 



<400> 2981 

cagatactat atttggatgt gacagttgtt tttt-cttttg tacaagagtg c 51 

<210> 2982 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

«c223> single nucleotide polymorphism 
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<22l> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43982€33 
<400> 2982 

agatactata tttggatgtg acaggggttt tttcttttgt acaagagtgc a 51 

<210> 2983 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43982633 
<400> 2983 

gaagtaaaac tgttaaaatc atcatatgat catgatgatc atcatcatga 50 

<210> 2984 

<2ll> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43982633 
<400> 2984 

gctttcttaa aaggaaaaaa aaaaatgttc cagttgaatg gaactgtttc 50 

<210> 2985 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) (0) 

<223> Accession number cg43921327 
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<400> 2985 

ccatggactc ttgcctrcggt gcagtttcca ctettgaccc ocacctccta c SI 

<210> 2986 
<211> 50 
<212> DNA 

<213> Homo sapiens 

• 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918322 
<400> 2986 

cacagccctg cccatcttct ggggctgcgg ggacgacatc tagttcaatg 50 

<210> 2987 
<211> 51 
<212> DNA 

< 2 1 3 > Homo s ap i en s 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg36988276 
<400> 2987 

tggaggtttt tctctgcaaa tgcagaaaga aatcaggtgg atggatgcat a 51 

<210> 2988 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44030467 
<400> 2988 

ttctcaaacg gtacacagac tattggcatc agcatcacct agaaacttgt t 51 

<210> 2989 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43338230 
<400> 2989 

gggctgcggc aagggagggt gatgctatgt ggtctgaagc cctggaaggg c 51 
<210> 2990 

<211> 50 • 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 946035 
<400> 2990 

gggactctga tataaaggaa gaatagtcac tgtaaaacag aacttttaaa 50 

<210> 2991 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg41084924 
<400> 2991 

ggcatggtac cagccctggg gctggccccc cagctcaggg gcagctcata 50 

<210> 2992 

<2ll> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



843 



ISDOC1D: <WO. 



.01 47944 A2J_> 



WO 01/47944 



PCT/0500/S5498 



<222> (25) . . . <^6) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43985000 
<400> 2992 

agaaatgctt tccaaaaccg caaggtagac tggtttatcc acocacaaca 50 

<210> 2993 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> -misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43985000 
<400> 2993 

ttctactttt tttaagtgat tttttgtcct tcagccaaac acaatatggg SO 

<210> 2994 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43985000 
<400> 2994 

ttcagccaaa cacaatatgg gctcaggtca cttttatttg aaatgtcatt t 51 

<210> 2995 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985000 
<400> 2995 

aaagatcgaa tttttcagat gattcagaaa ttttcattca g<gtatfctgta a 51 
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<2XO> 2996 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f'eature 
<222> (0) . . . (0) 

<223> Accession number cg43 98SO0O 
<400> 2996 

atcacctcct attctcttaa tttttcttaa aatgttaact ggcagtaagt c 51 

<210> 2997 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . {0) 

<223> Accession number cg43985000 
<400> 2997 

aataattacc cacaaatgcc accagtaact tacgattctt cacttcttgg g 51 

<210> 2998 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222* (0) . . . (0) 

<223> Accession number cg43985000 
<400> 2998 

tacccacaaa tgccaccaga acttaacgat tcttcacttc ttggggtttt c 51 

<210> 2999 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_£e at ure 
<222> <0) . . . (0) 
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<400> 2999 

gttgtgccaa agtgcatagt ctgagctaaa atctaggtga *>tgt£cafeca t SI 

<210> 3000 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43985000 
<400> 3000 

agccagaagc caaggccctg agttgcagtg gcccataagt gtaaaataaa 50 

<210> 3001 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39565524 
<400> 3001 

ctagcctcag ccgctcctgg tgggggaatg gctggggctg ggcaggaocc t 51 

<210> 3002 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39565524 
<400> 3002 

cgctcctggt ggggaatggc tgggggtggg caggaccctc ccacacacct g 51 

<210> 3003 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<;223> Accession number cg36847035 
<400> 3003 

gtgctcctgg ctacctcgca cagcgtgccc gcccggccgt cagtaccatg 50 

<210> 3004 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42704 619 
<400> 3004 

gcggctgcgc cccgcaccat gggggcagcc cagccccagc cgcggtaaac 50 

<210> 3005 
<211^ 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42704619 
<400> 3005 

gccgacctcc gccgccgccc gcgcccgtct gccccctccc gctgcggctc 50 

<210> 3006 
<211> 50 
<212> DNA 

<213> Homo sapiens 



847 



WO 01/47944 



PCT/US00735498 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42704619 
<400> 3006 

tggctccctc ccgggccagt gagcctggcg ccgccgcggc cgcggtccca 50 

<210> 3007 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg427046l9 
<400> 3007 

gagccctggc gccgccgcgg ccgcgtccca gcagcggagt agggcggcgg SO 

<210> 3008 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

c223> Accession number cg43306266 
<400> 3008 

gcggctgcgc cccgcaccat gggggcagcc cagccccagc cgcggtaaac 50 

<210> 3009 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg433062€6 
<400> 3009 

gccgacctcc gccgccgccc gcgcccgtct gccccctccc gctgcggctc 50 

<210> 3010 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43306266 
<400> 3010 

tggctccctc ccgggccagt gagcctggcg ccgccgcggc cgcggtccca 50 

<210> 3011 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg433 06266 
<400> 3011 

gagccctggc gccgccgcgg ccgcgtccca gcagcggagt agggcggcgg 50 

<210> 3012 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26)... <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44031327 
<400> 3012 

ctcctaaagc acggaccagc cgttgagccc ccaaatccag tagggggtgg 50 

<210> 3013 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43263108 
<400> 3013 

ccaagccact ccaagagcca gccccctttc tgctccacaa aaaccacagt t SI 

<210> 3014 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43282263 
<400> 3014 

ctggaggctc ccatgggcta ggagcagtgt gaggctgtaa cttatactaa 50 

<210> 3015 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg433294€7 

<.400> 3015 

ccaggacaat gaaatactcc agcacctgtg gctgacgaat ttgtttctac a 51 

<210> 3016 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... {0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43329467 
<400> 3016 

ctttcggcaa atcttgaaag ctgcacggcg cagagacatg gatgtgactt c 51 

<210> 3017 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<2 23> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg382 77960 
<400> 3017 

agctacctca accaatgccg aaaaaagaca gggctgataa gctaacacca g 51 

<210> 3018 

<211> 51 

<212> DNA ' 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg2751286 
<400> 3018 

tttgtgtctt aaacgtgaga gcaaaatgca tgtaatccaa catggctact t 51 

<210> 3019 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 
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<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg2751286 
<400> 3019 

aacgtgagag caaatgcatg taatcaacat ggctacttgc tttgaaggct 50 

<210> 3020 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg2751286 
<400> 3020 

aatccaacat ggctacttgc tttgaggctc accagaatta tttttaagtg 50 

<210> 3021 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0)...{0) 

<223> Accession number cg2 751286 
<400> 3021 

acttgctttg aaggctcacc agaatatttt taagtggttt taataaaata -50 

<210> 3022 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

852 



3NSDOCSD: <WO 01 47944 A2_l_> 



WO 01/47944 



PCT/US00/35498 



<221> misc_f eature 
<222> (25) . . . {26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg2751286 



<400> 3022 

tttgaaggct caccagaatt attttaagtg gttttaataa aataacaaat 50 

<210> 3023 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg275l286 



<400> 3023 

tcaccagaat tatttttaag tggttataat aaaataacaa attttgacct a 51 

<210> 3024 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misd_ feature 
<222> (0) . . . (0) 

<223> Accession number cg2 751286 



<400> 3024 

taagagttct atgtttttct cacaggaagg cataagaact aggagctgct g 51 

<210> 3025 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43O31008 
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<400> 3025 

ctfctctagcc atttgtrtggc aagaai:aa<:a attaaafcttt t^attaaaac SO 

<210> 3026 

<2X1> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43031008 
<400> 3026 

tttgttggca agaaataata attaattttt tattaaaaca aaacbtttta 50 

<210> 3027 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43031008 



<400> 3027 

tattcgttta caaataaaaa tgaaaatatt tatttgcatt tttatfcgtgc t 51 

<210> 3028 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43031008 



<400> 3028 

tacttccgag ttggagatgg gaaagcgccc aatgaaagaa atataaaaga a 51 

<210> 3029 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42704646 
<400> 3029 

gcggctgcgc cccgcaccat ggggggcagc ccagccccag ccgcggtaaa c 51 

<210> 3030 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) (0) 

<223> Accession number cg42704646 
<400> 3030 

gccgacctcc gccgccgccc gcgccgcgtc tgccccctcc cgctgcggct c 51 

<210> 3031 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg427 04646 
<400> 3031 

tggctccctc ccgggccagt gagccctggc gccgccgcgg ccgcgtccca g 51 

<210> 3032 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> {0) . . . (0) 

<223> Accession number cg427t>4646 
<400> 3032 

tgagcctggc gccgccgcgg ccgcggtccc agcagcggag tagggcggcg g 51 

<210> 3033 
<211> 50 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43308845 
<400> 3033 

agtgagggga aaccagggcc tgagcaagct agaattocct ctctctgact 50 

<210> 3034 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43308845 



<400> 3034 

cccccctaga aacgtttgga acaatgtaaa actttaaagc tcgaaaacaa t 51 

<210> 3035 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43047341 
<400> 3035 

gaaggcaggc ccaggctgtg acagcgccag tatccagcag ca-cgcccagg 50 

<210> 3036 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> alLele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . <0) 

<223> Accession number cg43328050 
<400> 3036 

gcggacgtca gcactcacgg cctgcgggga ctcagcacag ctctggattc t 51 

<210> 3037 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42268169 
<400> 3037 

cacttgagcc caggagtttg agactgcagt gaactatgat tgcaccactg c 51 

<210> 3038 

<211> 51 

<212> DNA 

<213> Homo sapiens 

m 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42268169 
<400> 3038 

ctatgattgc accactgcac tccagcctag gtgacagagt aagaccctga c 51 

<210> 3039 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44011188 
<400> 3039 

agctgagctg accccaagcc gaagggtccc gactcctctc gggagcctgg a 51 

<210> 3040 
<211> 51 
<212> DNA 
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<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43993798 



<400> 3040 

atccacataa gagctctgag gggaaagaat gattattatc cttattttaa a 51 

<210> 3041 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) .'. . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42891000 
<400> 3041 

tgagtccaag cccttctctg gtacattagt cccagtctct ggaatatttg 50 

<210> 3042 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42891000 
<400> 3042 

tgg&gggaga tgtggagctg accctctcca gcctgtccac ggagaggaag g 51 

<210> 3043 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 
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<223> Accession number cg42891000 

<400> 3043 

agcaggcctt attattatta ttattatttt tttttgctga caagtccaag a 51 

<210> 3044 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42 891000 
<400> 3044 

cctgcttcct tttgcctgtt attaaccgct gcaataaagc cattagaatc t 51 

<210> 3045 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42891000 
<400> 3045 

ccccaggatt ccaagagccc aaatctgcgg tgggagtgaa ggggaggcag 50 

<210> 3046 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43285474 
<400> 3046 

tggttgaatg atttcocact cagggctggg gccaagagga aaaacaggga 50 
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<210> 3047 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42284367 
<400> 3047 

ttttccagca agaggctccc gagcgggcaa gctcagttta caccogatcc a 51 



<210> 3048 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42284367 



<400> 3048 

gctcccgagc gagcaagctc agttttcacc cgatccactg gggagcagga a 51 

<210> 3049 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide^ polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl!687629 



<400> 3049 

tcagcttcca gtcttatctg aagactccgg caccaaagtg accaggaggc a 51 

<210> 3050 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970708 
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<400> 3050 

t cage tea ct gcagcctcca cctcctgggt teaagegatt ofccctgcctc a 51 

<210> 3051 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 970708 
<400> 3051 

ctcactgcag cctccacctc ccgggctcaa gcgattctcc tgcctcagcc t 51 

<210> 3052 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg43970708 
<400> 3052 

acctcccggg ttcaagegat tctcccgcct cagcctccca agtagctggg a 51 

<210> 3053 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43970708 
<400> 3053 

gggactacag gcgcatgcca ccatgtctgg ctaatttttg tatttttagt a 51 

<210> 3054 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_£eature 
<222> (0) . . . {0) 

<223> Accession number cg43089S31 
<400> 3054 

tttaaaagct ttgattagaa gccaatttga tttaggagtt cocactggca a SI 

<210> 3055 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43089S31 
<400> 3055 

tgatttagga gttcccactg gcaaattagg gaacaatatg agcatcaagg a 51 

<210> 3056 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43089531 
<400> 3056 

agcattttca cgtttgacat gatagcaact caaactaact ctttaccaca t 51 

<210> 3057 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21411454 
<400> 3057 

aatgtgctct cctaggccac agggctttgg «caggtgcagc ccccactgcc 50 
<210> 3058 
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<211> 51 

<212> DNA 

<2l3> Homo sapiens 

• 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21411454 
<400> 3058 

cagctttcaa aaagagtgct gcccataaaa agccttccac cctcctgtct g 51 

<210> 3059 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg21411454 
<400> 3059 

aaaaagcctt ccaccctcct gtctgcttta gaaggaccct gagccccagg 50 

<210> 3060 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21411454 
<40O> 3060 

gaaggaccct gagocccagg cgccaccaca ggactctgct gcagaggggg 50 

<210> 3061 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<22X> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21411454 
<400> 3061 

gcagaggggg gttgtgtaca gataggtagg gctttacgcc tagcttcgaa a 51 

<210> 3062 

<211> 50 - 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg-2 14-114 54 
<400> 3062 

aggggggttg tgtacagata gtaggcttta cgcctagctt cgaaatggat 50 

<210> 3063 
<211> 51 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg21411454 
<400> 3063 

ttgtgtacag atagtagggc tttaccgcct agcttcgaaa tggataacgt c 51 

<210> 3064 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43040271 
<400> 3064 
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cgtttaagaa gatcattaag tgtaacttct gccgccagtg atgacggagg a 51 

<210> 3065 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg40359282 
<400> 3065 

ttttaagtgc acaagttgac ttgocatttg cagtggggtc gcctaagcga c 51 

<210> 3066 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<40D> 3066 

tttctacttt taaagacccc coccccccca acagaacact aaacagacta t 51 

<210> 3067 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f«ature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 3067 

gcttcagttg ttttcccgag caaaggtcta aagtttacag taaataaatt g 51 

<210> 3068 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<223> Accession number cg41S54459 



<400> 3068 

atgatgaatg agatgtaaat gtgcccagaa tatattatat aaagaatttt a 51 

<210> 3069 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43028527 
<400> 3069 

aaaatacagc tggattgggt tatgaatatt tacgtttttg taaattaatc t SI 

<210> 3070 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43028527 



<400> 3070 

aaatatatat ctaaatttag aaatcgtttg ggttaatatg gctcttcata a 51 

<210> 3071 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43336100 
<400> 3071 

ggtatgtacc ttattacaaa aaaaagatga aaacatattt atactacaag 50 

<210> 3072 
<211> 50 
<212> DNA 
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<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43336100 



<400> 3072 

aattcgcgct caaactcagc tcactgagag tctcctcccg ccagctgtgg 50 

<210> 3073 

<2ll> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (o) 

<223> Accession number cg43336100 
<400> 3073 

caaactcagc tcacttgaga gtctctcccg ccagctgtgg aaagaacttt 50 

<210> 3074 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44131329 
<400> 3074 

cctgtgttct ctccaaagag cagaagtggg tactatacgt ggctacgttg 50 

<210> 3075 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> 
<222> 
<223> 



allele 
(26) ... (0) 

single nucleotide polymorphism 



<221> 



misc feature 



<222> (25) . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44131329 

* 

<400> 3075 

gacccaggca gcagcagcat ggggtggcca atggggcggg ttocacagga 50 

<210> 3076 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43303573 
<400> 3076 

tacatatata catataccac aaatacaaaa atgactgaaa gaaaaaaata t 51 

<210> 3077 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
* <222> (0) . . . (0) 
<223> Accession number cg43303573 

<400> 3077 

gttttgatca tccttttttt ttttttataa gtggctaaat ofcfcccagcta SO 

<210> 3078 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43303573 
<400> 3078 

ttttgatcat cctttttttt tttttataag tggctaaatc ttocagctaa 50 

<210> 3079 
<2ll> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965652 
<400> 3079 

tttttaaaaa aaagaaattc tgttcgaaag tatttcagac caaaaggagg t 51 

<210> 3080 
<211> 50 
<212> DNA 

<2l3> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
•<222> (0) . . . (0) 

<223> Accession number cg43965652 
<400> 3080 

attaaaactt gaaagctatg gcttgcgcca tcaatgacgc ctattgggtt 50 

<210> 3081 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<223> Accession number cg439<65«52 
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<400> 3081 

ttaaaacttg aaagctatgg cttgcgccat caatgacgcc -tatfcgggttc SO 

<210> 3082 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965652 
<400> 3082 

gtctctgaaa actaaaatca gacttcagat tcctctgaaa cagt^fcctggt t 51 

<210> 3083 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43962131 
<400> 3083 

agaggcggcg tgggaccaga ccctctocac agccagcctg gccaaggtgg c 51 

<210> 3084 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> raisc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43962131 
<400> 3084 

aagcacccag gggtctagga atgctccoct tcfcctccagg ggccagaggg 50 

<210> 3085 
<211> 50 
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<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . {26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43962131 
<400> 3085 

cacccagggg tctaggaatg ctccccttct ctccaggggc cagaggggag 50 

<210> 3086 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43962131 
<400> 3086 

acccaggggt ctaggaatgc tccccttctc tccaggggcc agaggggaga 50 

<210> 3087 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (o) 

<223> Accession number cg43962131 
<400> 3087 

cactttaccc gcagotgtgc tgtgccctcc cacacagtgg tctgagcaga 50 

<210> 3088 
<211> 51 
<212> DNA 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985041 
<400> 3088 

ggccaagagc agaggcagcg agttgtggaa agcctctgct gocat<jgtgt g SI 

<210> 3089 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43984024 
<400> 3089 

taggtcccat tctttttatt tgcatatggt tacaatataa atacacttgc c 51 

<210> 3090 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43335558 
<400> 3090 

agactctgag acagtgcttc gacaactttg caaacatggt gccctttgac t 51 

<210> 3091 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4333SS58 
<400> 3091 

gagacagtgc tfecgacaagt ttgcagacat ggfcgcccttt gactcctggg a -51 
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<210> 3092 

<211> 51 

<212> DNA 

<213> Homo sapi-ens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43335558 
<400> 3092 

acagtgcttc gacaagtttg caaacttggt gccctttgac tcctgggagc a 51 

<210> 3093 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43335562 
<400> 3093 

tctgccatgt cctaagtgtg attcttttca ggaagtgaga ccttccctgg t 51 

<210> 3094 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg433355€2 ■ 
<400> 3094 

ctaagtgtga ttctcttcag gaagtcagac cttccctggt ttaccttttt t 51 

<210> 3095 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 
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<400> 3095 

aacagcatgg aagagaacca gtfrtccttgc agctacctgg gaagacggtt g 51 

<210> 3096 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988937 
<400> 3096 

ttttttttga gttattaaaa aaaaacaaaa aacacaacca aaagaactga SO 

<210> 3097 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43994751 
<400> 3097 

cagatttagg tccataaaag aaaggaaaaa aaattattct agttatataa a 51 

<210> 3098 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934751 
<400> 3098 

ggctgcctga tccaggtgca caggctocgg tcacggttaa agccaagctg SO 
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<210> 3099 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934751 
<40O> 3099 

ctccctccac gatcatctcg tctggtggat acccaccagg cccagctagc 50 

<210> 3100 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43995002 
<400> 3100 

ttcaatggaa catccccgct ttagccagtg ttgaatctaa caccgaaaaa 50 

<210> 3101 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43995002 
<400> 3101 

aaaaccccac gctttaaaca aacatctttg ggggtggcta tggcaccttg a 51 

<210> 3102 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43995002 
<400> 3102 

tttttttttt tttttttttt tttttagaaa accacactgc tctt-ttattc a SI 

<210> 3103 

<211> 51 

c212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4399S002 
<400> 3103 

tttttttttt tttttttttt ttttgtaaac cacactgctc tttta-ttcaa t 51 

<210> 3104 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222>- (26) ... (0) 

<223> single nucleotide polymorphism 



<210> 3105 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0)...(0) 

<223> Accession number cg43995002 
<400> 3105 

agataaagaa gtaacaaagg aaaaaaaaaa aaattaataa aaatttcacg a 51 
<210> 3106 



<221> 
<222> 
<223> 



mi s c__f ea t ur e 
(0) .7. (0) 

Accession number cg43 995002 



<400> 3104 

tttttttttt tttttttttt tttgataaoc acactgctct tttattcaat g 



51 
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<211> 50 

<222> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . <0) 

<223> Accession number cg43948839 
<400> 3106 

ggtgcctgca gagcaaggag gggggccccc aaaatggctc ggcccctgca 50 

<210> 3107 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43949599 
<400> 3107 0 

caccccacct tggattgggc cgcagtgtgg agggcctcat caaactcttt 50 

<210> 3108 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (o) 

<223> Accession number cg44027791 
<400> 3108 

atacctcaag cagttacaac taaaattaaa gttggatttt tgtttaattt a 51 

<210> 3109 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44027791 
<400> 3109 

acagtgttca tcatctgaag tagaggtata aggcaacgtt ctccatagaa 50 

<210> 3110 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44027791 
<400> 3110 

gttattttga agattttgcc tcaggcaact aaatttatta gcaagaaaaa a 51 

<210> 3111 
<211> 47 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (22) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43328754 
<400> 3111 

ggaattcctt tttttttttt tgtggctcaa aaactcatct ttattgg 47 

<210> 3112 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

c221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<22l> misc feature 
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<222> <0) . . . (0) 

<223> Accession number cg43933098 
<400> 3112 

cagcctgagg atgaggcaca gggagcaggg cccatcactc aggaggccat 50 

<210> 3113 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933098 
<400> 3113 

ggatgaggca cagggaggca gggccatcac tcaggaggcc atgggagaaa 50 

<210> 3114 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933098 
<400> 3114 

aggaggccat gggagaaaca gtctctggga ggtgctgcac ctggggaccc a 51 

<210> 3115 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933098 
<400> 3115 

tttttttttt tttttttttt tttttgttgg gtggtaccaa tctgtgttta t 51 

<210> 3116 
<211> 51 
<212> DNA 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933098 

■ 

<400> 3116 

tttttttttt tttttttttt tttttctggg tggtaccaat ctgtgtttat t SI 

<210> 3117 - 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 933 098 
<400> 3^-17 

ccctctgccc actctgaaaa gagggcttgc cgctggggag ggattagggg 50 

<210> 3118 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 933098 
<:400> 3118 

cctcaactta ccatggggtt acttcttgat aaacccatca taaatgaaaa t 51 

<210> 3119 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
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<400> 3119 

agtgaacata tgccactgcc tggccctttt ttcttcagag cttgttgtct t 51 

<210> 3120 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921342 
<400> 3120 

ggttttgttt actggaaaaa aaaaaatgct cctgtcagcc caggcaacag 50 

<210> 3121 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43921342 
<400> 3121 

gttttgttta ctggaaaaaa aaaaatgctc ctgtcagccc aggcaacagg 50 

<210> 3122 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc^feature 
<222> (O) .7. (0) 

<223> Accession number cg4393€136 
<400> 3122 

atgccagtgt gactcttaaa acctttccat ctggagtcct gtattttctc t 51 
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<210> 3123 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44 028034 
<400> 3123 

cagaacacag ccagttacgc aacaggcaag gcctgctcca ggccccacct SO 

<210> 3124 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221>* allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44130900 
<400> 3124 

ttagtacaca gaaattctgc agatggtatt gtacacatgt gacaaoctat g 51 

<210> 3125 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44130900 
<400> 3125 

ttgtatccag aaatgtatac tcatcatatt ttaaagctaa atttattttt t 51 

■ 

<210> 3126 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43968711 
<400> 3126 

ttaggagaaa catcttttat ttcttgtaaa gaggtgaaaa taagattttt t 51 

<210> 3127 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg439€8711 
<400> 3127 

acatctttta tttcttctaa agaggggaaa ataagatttt tttaatattt c 51 

<210> 3128 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439687ll 
<400> 3128 

taaagaggtg aaaataagat tttttaatat ttctcactca taagattttt 50 

<210> 3129 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> aliele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43968711 
<400> 3129 

tttaaactct taaaaatgca atatcctctt ttcaaagcac atgccatctt a 51 
<210> 3130 
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<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<:222> (0) . . . (0) 

<223> Accession number cg43968711 
<400> 3130 

aattctgcat taaaaaaccc tatgcaactt totgcaaata tattooctct t 51 



<210> 3131 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 968711 



<400> 3131 

gcattaaaaa accctatgcg actttttgca aatatattcc ctctttatta t 51 

<210> 3132 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968711 



<400> 3132 

ctatgcgact ttctgcaaat atattgcctc tttafctattc agggactcca a 51 

<210> 3133 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_feature 
<222> (0) . . . (O) 

<223> Accession number cg43968711 
<400> 3133 

tatttatcgt ttcttatttc cgtagaaaca cagaaccaat gatgtcttct 50 

<210> 3134 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . <0) 

<223:> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968711 
<400> 3134 

tttcttattt ccgtaggaaa cacaggacca atgatgtctt ctgacaactg t 51 

<210> 3135 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<22 3> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 947662 
<400> 3135 

ggccccctcc ctcccaggtc tcgctctctc tttcccctcc aggcctcgct 50 

<210> 3136 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<22l> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43947662 
<400> 3136 



885 



ISDOCID: <WO. 



.01 47944 A2_l_> 



WO 01/47944 PCT/eSOO/35498 

tctttfcccct ocaggcotcg -cttocggt-ca gtoccacgat cacttocggt SO 

<210> 3137 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43011561 



<400> 3137 

aggcttggtc caatacatgg ctctgccccc agaacttaag gobctcactg SO 

<210> 3138 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44024015 



<400> 3138 

ccgggatggg ccgaccaaac ccttaccagc ccagcatttc ccgaagcccg a 51 

<210> 3139 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2*6 



<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44024015 



<400> 3139 

tgtgtcccct ttactgagcg cacagcacag cctgtct^gt caggtggacc SO 

<210> 3140 
<211> 50 
<212> DNA 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> (25) - . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44024015 
<400> 3140 

gtgtcccctt tactgagcgc acagcacagc ctgtcttgtc aggtggaccc 50 

<210> 3141 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43917801 
<400> 3241 

atacatttat tcatgccagt ctgttacatg caggcttttt ggcttcctac c 51 

<210> 3142 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc^feature 
<222> (0) . . . {0) 

<223> Accession number cg43917801 
<400> 3142 

agaaagaaaa agtaagcagg gctggttcgc ccgcgttctc gtcgtcggat 50 

<210> 3143 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> <26) ... (0) 
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<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917801 
<400> 3143 

gggagctggc ggcggcggct gctggcctcc gccttctttt ctacgtgaaa 50 

<210> 3144 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917801 
<400> 3144 

ggaatcaact gcttcaggga aaaagaaaaa aaaaaaaaaa agacttgcct 50 

<210> 3145 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

c221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917801 
<400> 3145 

gggaaaaaga aaaaaaaaaa aaaaagactt gcctgggagg ccgcgagaaa 50 

<210> 3146 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (-2€) . . .-(0) 

<223> single nucleotide po lymozphi sm 
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<221> misc_feature 
<222> (25) . . . {26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917801 
<400> 3146 

ggacttttct ctctttaccc acctcgcccc tgcgaggagt tgaggggcca 50 

<210> 3147 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<210> 3148 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917801 
<400> 3148 

ctccgcccct gcgaggagtt gagggccagt tcggccgccg cgcgcgtctt 50 

<210> 3149 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (22)... (0) 

<223> single nucleotide polymorphism 



<221> 
<222> 
<223> 



mis cofeature 
(0) . . . (0) 

Accession number cg4 3 917801 



<400> 3147 

cacctccgcc cctgcgagga gttgagggcc agttcggccg ccgcgcgcgt 



50 
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<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg42 906458 



<400> 3149 

tttttttttt tttttttttt tgttagctat cataacttta ttaaaca 



47 



<210> 
<211> 
<212> 
<213> 



3150 

51 

DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43920700 
<400> 3150 

gccttcctcc ccctgacccc gcccccgcct tctggggaag gaacaaagtc c 51 

<210> 3151 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 918762 
<400> 3151 

aagatcagat aaataaaaaa aaaaaggctt aaaacagact caccatattt 5 0 

<210> 3152 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918762 
<400> 3152 

tttgttgttt tgtttaaaaa aaaaaagggt tcacaaactt ggcagaactt t 51 

<210> 3153 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 * and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918762 
<4O0> 3153 

gtggaataaa ataaactttt tttttctccc tacaatacat agaagggtta 50 

<210> 3154 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998635 
<400> 3154 

tgctgagaaa gaggaaggag tctccatgag ctccagcatc aggggcagaa a 51 

<210> 3155 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43129605 
<400> 3155 

► 

cttggaggga ccagggtttc cagagtagct caccttgtct ctgcagccct g 51 

<210> 3156 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc_feature 

891 



WO 01/47944 PCT/US00/35498 

<222> (0) . . . (0) 

<223> Accession number cg43129605 
<400> 3156 

ttggagggac cagggtttcc agagatgctc accttgtctc -tgcagocctg g 51 

<210> 3157 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43129605 
<400> 3157 

tccacatgtg tgtgcatgag tccatctgtg cgcgtggggg ggctctaact g 51 

<210> 3158 

<21l> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43129605 
<400> 3158 

cacatgtgtg tgcatgagtc catgtctgcg cgtggggggg ctctaactgc a 51 

<210> 3159 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43129605 



<400> 3159 

aactgcactt tcggcccttt tgctcggggg gtcccacaag gcccagggca g 51 

<210> 3160 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43129605 
<400> 3160 

actgcacttt cggccctttt gctcttgggg tcccacaagg cccagggcag t 51 

<210> 3161 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43129605 
<400> 3161 

ttggtgagcc tggggaatca gcaaaagggg aggaggggtg tggggttgat a 51 

<210> 3162 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43129605 
<400> 3162 

tctccagggg gccagttcag ggcccagctg ccccccagga tggatatgag 50 

<210> 3163 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f aature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f-eature 
<222> <0) . . . (0) 
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<223> Acoession number *cg43921348 



<400> 3163 
gcccacccag 



acofcaggggx: 



agggcaggag 



-caaaacaaga 



gggagaggca 



50 



<210> 3164 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

■ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439842S9 
<400> 3164 

cctgcaggtt ctagggctaa aggccagcag aagtgggcac gtgagagggc SO 

<210> 3165 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984259 



<210> 3166 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42345420 
<400> 3166 

cttcacctat aatgcaacta atrratctaet tagttgctat gttaatctat t 51 



<400> 3165 

gctagaagtg gtgctggcat gtgccagttc caccccaccc ttcoctccta 



50 
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<210> 31€7 

<211> 51 

<212> DNA 

<213> Homo sapiens 

c220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__feature 
<222> {0) . . . (0) 

<223> Accession number cg42479822 
<400> 3167 

gtaatatttt accaaaaaaa aaaaaagaaa aagtgaacag tctgccagtg t 51 

<210> 3168 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42479822 
<400> 3168 

aaagcaattt ttttccgtaa gaatcgtttc ctggggagaa ataagtccat a si 

<210> 3169 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22i> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg21646034 
<400> 3169 

tgtgtgtagc ggggccgcgt cagccggccg ggtacgaggc gcctcgrggtc 50 

<210> 3170 

<21l> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> tnisc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg21646034 
<400> 3170 

tgtagcgggg ccgcgtcagc ccggcgggta cgaggcgcct cgggtccccg 50 

<210> 3171 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mi sc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43998970 
<400> 3171 

ccacagactg agctggccca gagggtggaa ctgctgatgg gatttocttc SO 

<210> 3172 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947199 
<400> 3172 

aatatgtttt gaaacaggta ccataaaatt attatatggt ctccctactg a 51 

<210> 3173 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947199 
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<400> 3173 

aaacattatt tcaaaaatgt actttctttt tgaaataaaa caaaatcttc a 



51 



<210> 
<211> 
<212> 
<213> 



3174 

51 

DNA 



Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947199 
<400> 3174 

caaaatagag gtgagttggt accagcgggc caattcttaa cacggacatt t 51 

<210> 3175 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43947199 
<400> 3175 

caaagcatgt actgaggtct ttctatgggt gcctgacaga atgcagattc a 51 

<210> 3176 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947199 
<400> 3176 

acaatttttg tcttactcca aacagaaaaa atggtacaca ctttaacaaa 50 

« 

<210> 3177 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 



897 



ISDOCID: <WO. 



01 47944 A2_l_> 



WO 01/47944 PCT/tfSDO/35498 

<22l> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947199 
<400> 3177 

tttgtcttac tccaaacaga aaaaatggta cacactttaa caaaagcaaa 50 

<210> 3178 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 948504 
<400> 3178 

gagtttggta atttgcactt gtttttgtaa actgaactgc tcctctcctc a SI 

» 

<210> 3179 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948504 



<400> 3179 

gaactgctcc tctcctcagc cgcaaagaag cagataggaa gacagtcttc a 51 

<210> 3180 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<22l> misc_feat\rre 
<222> (0) . . . (0) 

<223> Accession number cg43992817 



<400> 3180 



-898 

LNSOOQD: <WO 01 47944 A2 I > 



WO 01/47944 PCT/USOO/35498 

tggaagaatc agttcgaaga cataaaagcc tttacttttt tcttttatta t 51 



<210> 3181 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43992817 
<400> 3181 

gggttgggga gtttaggagg aggggcggcc tgagccccct cagttccgcc a 51 

<210> 3182 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43992817 
<400> 3182 

agtttaggag gaggggtggc ctgagcccct cagttccgcc acggcctcca 50 

<210> 3183 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

» 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature . 
<222> (0) . . . (0) 

<223> Accession number cg43935832 
<400> 3183 

aaactggtgc atactggcat tggccttggt ggggagcaca gacacaggat 50 

<210> 3184 
<211> 51 
<212> DNA 
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<213> Homo -sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43299377 



<400> 3184 

tggtacaaag aatagatgca ggcagtcata gg£acaaggg attcocttaa t 51 

<210> 3185 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> (25) . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43299377 



<400> 3185 

tgagatgacg ttaacaggac ccctgccagt ttccatgaga ^tctgggtctc 50 

<210> 3186 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43299377 



<400> 3186 

ttccatgaga tctgggtctc tgtcattttc agggggtagg ctcotggagg c 51 

<210> 3187 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 



900 



MSDOCID: <WO. 



0147W4A2_I_> 



WO 01/47944 PCT/US00/35498 

<223> Nucleotide deleted between bases 25 and 26 

< 2 2 1 > mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43299377 
<400> 3187 

gagagacctg gggatgtagg tgccgctccg cagggctagt aagcagttct 50 

<210> 3188 

<211> 50 

<212> DNA 

<213 > Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43299377 
<400> 3188 

caaagtgctg ggattacagg cgtgaccacc gcgcctggcc cggcagccct 50 

<=210> 3189 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43283688 
<400> 3189 

gagttttata aattaaaagg tcaaaoctga agctttttat ttaggctttt c 51 

<210> 3190 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43283688 
<400> 3190 

agttttataa attaaaaggt caaaaatgaa gctttttatt taggctttt<: c 51 
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<210> 3191 

<211> SI 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44012692 
<400> 3191 

ctcttgcacc tgagagtggg agttttgtag gaacacagga aggagaccaa c 51 

<210> 3192 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44012692 
<400> 3192 

atcaccccga cgcgggtggc gagggccccg ccgagcgcca ggt-ctaagag a 51 

<210> 3193 

<211> 50 

<212> DNA 

<213 > Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44012692 
<400> 3193 

aacccctgct ccggccggtc cgcacgttcc ggcattctct tgctcagtaa 50 

<210> 3194 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> raisc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43982109 
<400> 3194 

agtgacccga ccccaatctc ggagacctcc tggcaataca caactccagc 50 

<210> 3195 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscjEeature 
<222> (0) . . . (0) 

<223> Accession number cg43310921 



<400> 3195 

tgttccttca aattaaaaaa aaaaaataca aaagctacgt agaaaacgtc a 51 

<210> 3196 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43263063 
<400> 3196 

gcgcaggccc cgcagccggg ccagcccgcc gcccccggcc gcggctgcct c 51 

<210> 3197 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide delated between bases 25 and 26 



<221> m±sc_£eature 
<222> {0) . . . (0) 

<223> Accession number cg43263063 
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<40O> 3197 
xraocagagtg 



aaacgaotgc 




ccccgaocca 




SO 



<210> 31.98 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

. 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918209 
<400> 3198 

cgatggctcc ccggggacag agtcctctcc gggcctctca gcagcecggg SO 

<210> 3199 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918209 
<400> 3199 

tctaacaaaa cgccaggtag acggattaaa aagaatocac cgcacgaaag SO 

<210> 3200 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918209 
<400> 3200 

caggtgcact ccggacaacg ggctctcbca cgcotctcta cacaaaccaa c SI 

<210> 3201 
<211> 51 



904 



iNSDOCU): <WO. 



0147944Ae_l_> 



WO 01/47944 



PCT/US00/35498 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . 7. (0) 

<223> Accession number cg43918209 
<400> 3201 

cgctggaacc tgggaaccta ctggggacct ctaatgcaga tgagaaaaac t 

<210> 3202 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918209 
<400> 3202 

gccactctcc tccccactgc ccaggcgggt gcacgcccca ggacctcctc 

<210> 3203 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> raisc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43918209 
<400> 3203 

agggcgggtg cacgccccag gaccttcctc <:caggcocca cacccacgca a 

<210> 3204 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<222> (25) . . • (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s c_f-eatur e 
<222> (0) . . . (0) 

<223> Accession number cg439182 09 
<400> 3204 

gggtgcacgc cccaggaoct cctccaggcc ccacaoccac gcaaggcgac SO 

<210> 3205 
<211> 50 
<212> DNA 

<213> Homo sapiens 

* 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 56 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918209 
<400> 3205 

cgccccagga cctcctccca ggcccacacc cacgcaaggc gacaggaagc 50 

<210> 3206 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439182 09 
<400> 3206 

gacctcctcc caggccccac acccaggcaa ggcgacagga agctcoccac g 51 

<210> 3207 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918209 
<400> 3207 

aggccccaca cocacccaag gcgacaggaa gctooocaog c 51 
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<210> 3208 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_f feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^f eature 
<222>~ (0) . . . (0) 

<223> Accession number cg43918209 
<400> 3208 

gtctctgcgg aaggcgcccg cgccccggct cagactcctc ggtgccgtcc 

<210> 3209 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg4391'8209 



<400> 3209 

tctctgcgga aggcgcccgc gccccggctc agactcctcg gtgccgtccc 

<210> 3210 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439i8942 
<4O0> 3210 

catiggggagg atgaggcccc tggggtcagt gaggcacggc tctgcctcaa 
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<210> 3,211 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22i> misc_feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eatuxe 
<222> (0) . . . (0) 

<223> Accession number cg43918942 
<400> 3211 

tcggccacat ccggggcagc catgcagagc tgagaxrctcc 'tacgagtggt *50 

<210> 3212 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918942 
<400> 3212 

gccaggacac tatgcaggct atgccgcact gcctacagag ctafegctcag 50 

<210> 3213 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 918942 
<400> 3213 

cfccagctgtc gggcactcag tfccactgccg gcagocgcag gcgotcctgg 50 
<210> 3214 



908 

NSOOCtO: <WO 0147944A2U_> 



WO 01/47944 



PCTVUS00/35498 



<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918942 
<400> 3214 

aagccctcga gaagccctgg caggacccag gctggctact gagctctggg c 

<210> 3215 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43993354 
<400> 3215 

ccaccccgcc cccagtgctg gggcgccccg gctccggccc ctgggggagc 

<210> 3216 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession* number cg43993354 
<400> 3216 

ctgggggagc gccagcgggt ggtgaccaga gcagggccca caccccggca g 

<210> 3217 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> miBC_f«ature 
<222> (0) . . . (O) 

<223> Accession number cg43993354 
<400> 3217 

ggtgattgga tctggccaga aaggccagcc atgccgaggt cccaggggac g 51 

<210> 3218 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43995484 
<400> 3218 

tggaagaaag aagcattgaa aacaacgaca ttettcecac -ttottggafct t 51 

■ * 

<210> 3219 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42930883 
<400> 3219 

ggaaggagac acattcacaa agaaaagttg cgaaaattgc gaaatotgtt g 51 

<210> 3220 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42930883 
<400> 3220 

cgaaaattgc gaaatctgtt gtgcacgctc aaatgaaaac gcctttoggc t 51 



<210> 3221 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42930883 
<400> 3221 

ttaatgtatt tttgtaaata gtttagcact ttcttttttt acgtaaacct g 51 

<210> 3222 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43051067 
<400> 3222 

tgtctgtact ttacaattca actacttgtt ctacccagca tttaacggca a 51 

<210> 3223 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297584 
<400> 3223 

acttgcgaca agttgccgga gccgcgggcg cgggcggcgg acagattgac 50 

<210> 3224 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<223> Accession number cg43917302 



<400> 3224 

cattcacggc gaagccgcca cgcggcccgg acgccgccct tgcggcccag 50 

<210> 3225 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . - (26) 

<223> Nucleotide deleted between bases 25 and 26 

■ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917302 
<400> 3225 

gctccccccg aggtggcgcc gccccgctct tcttctgagc ctagttctca 50 

<210> 3226 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917302 



<400> 3226 

gccgcgggac acctgtttcc ttccccagtg tctgcgtocg cacagcatac 50 

<210> 3227 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_fceature 
<222> (0) . . . (0) 
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<400> 3227 

gacttgccag acgaggctct attccggctg ctgcagccca cttttctcct 50 

<210> 3228 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43917396 
<400> 3228 

tcccggcctg gggagagggc tcgctgctct ccagcccact caccagtctc 50 

<210> 3229 
<211> 51 
<212> DNA 

< 2 1 3 > Homo s api ens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917396 
<400> 3229 

gctcgctggc tctccagccc actcacccag tctctggatg ctctgcagtt c 51 

<210> 3230 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f«ature 
<222> (0) . . . (0) 

<223> Accession number cg439i7396 
<40O> 3230 

ctcgctggct ctccagccca ctcacagtct ctggatgctc tgcagttcat 50 
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<210> 3231 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917396 
<400> 3231 

cccctgggga ctcaaggcag aagtgcactc cofcccgbtga ccacggc£gg 50 

<210> 3232 

c211> 50 

<212> PNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<2 21> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42702130 
<400> 3232 

gaggggcaca cagactgtgg cagagtgcgc ccatcccgca gaggcccctg 50 

<210> 3233 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42702130 
<400> 3233 

ccatcccgca gaggcccctg tccacatgga gacccggaga cagaggcctg g 51 

<210> 3234 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg42 70213 0 
<400> 3234 

agtoccatgg cacagagcaa ggcggcaggg aacggttatt tttctaaata 

<210> 3235 

<211> 51 

<212> DNA 

<213> Homo, sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f ea ture 
<222> (0) . . . (0) 

<223> Accession number cg43317047 
<400> 3235 

gaagctactg ttttctcttt tgttcgtttt acctctttct tactcttact a 

<210> 3236 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43944978 
<400> 3236 

ttgtggtaaa tttttttatc ctaaacaact caccttggcc gaaaaatggg 

<210> 3237 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<22l> misc_£eatur-e 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43944978 
<400> 3237 

cccaaggtcc cctactaggc cggagagaaa aggacctacc tcctacaggg 50 

<210> 3238 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43944978 
<400> 3238 

aaacaaggga gactaggact caatgtcgcc caaggcccaa gggtctccag 50 

<210> 3239 

<211> 51 

<2X2> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43944978 
<400> 3239 

actgagcctc tggatcagca ccctccgata ggaagcaagg aagcacacta c 31 

<210> 3240 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43922S09 
<400> 3240 
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tgcttttttt tttttttttt tttttgtgtc tttcatagag tttatttgaa a 



51 



<210> 
<211> 
<212> 
<213> 



3241 

51 

DNA 

Homo sapiens 



<220> 

<221> allele 

<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4274€806 
<400> 3241 

ggaattcgcc cacgcaggag gcaggccgct gcggagaccc cagggctacg a 51 

<210> 3242 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42746806 
<400> 3242 

aattcgccca cgcaggaggc agggctctgc ggagacccca gggctacgag a 51 

<210> 3243 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44928765 
<400> 3243 

ctgcagagac ttaagttctc tttgctccag tgcccagacc tgccttctct t 51 

<210> 3244 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> <0) . . .<(0) 

<223> AtjeeB-sion number xjg4492B7^5 
<400> 3244 

gtaaggggga ggagaaacac aaacatcttc cgtgtgaatc taaagcatgg a 51 

<210> 3245 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43979598 
<400> 3245 

caccctaaaa ggttaggtca ggctcatccc agtggccttc aaaaaataaa t SI 



<210> 3246 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979598 
<400> 3246 

aaacagtgga gacgagtgta gcactatccc ccaaatcacc aacccccagg t 51 

<210> 3247 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43979598 



<400> 3247 

cccaggtccc aaggcctggg ctgggcagcg ctaacaggtg agcccaggag SO 

<210> 3248 
<211> SO 
<212> DNA 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979598 
<400> 3248 

ccaggtccca aggcctgggc tgggcagcgc taacaggtga gcccaggagt 50 

<210> 3249 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43979598 
<400> 3249 

tggagtactg gctggagggg ccccccagac ggggaccacc ccccaaaaaa a 51 

<210> 3250 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979598 
<400> 3250 

ccctggccaa aaagttggtt gaaaaaggat aagctgtctg agagaaaggt t 51 

<210> 3251 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> mis cofeature 
<222> (0) . . . (0) 
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<400> 3251 

aagctgtctg agagaaaggt <tgggggaggt ggaaatttct afctocaaggg t Si 

<210> 3252 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg41074975 
<400> 3252 

ggaaaagcca gcgagaggca ggtgtctaaa gggagcctct cagcatgcag g SI 

<210> 3253 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43946772 
<400> 3253 

actactgatg tgcaagcaaa ccatagaagg tacagttctc cagaaagcat a 51 

<210> 3254 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43946772 
<400> 3254 

tctttggcta agtcatttaa aaattictttt taaacatttt -cagfccaaa-tt t SI 

<210> 3255 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> {2€) . . . <0) 
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<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43946772 
<400> 3255 

ctttggctaa gtcatttaaa aatttctttt aaacattttc agtcaaattt t 51 

<210> 3256 
<211> 51 
<212> DNA 

< 2 13 > Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42166807 
<400> 3256 

agaagaatcc tttgactgaa gcatgtatgt agactcgaaa gtacagcatg g 51 

<210> 3257 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) ... (0) 

<2 23> single nucleotide polymorphism 

<22i> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42166807 
<400> 3257 

tagtctagta taagggatcg gatcattgct cagcctctcc cttgagtgac a 51 

<210> 3258 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43916882 
<400> 3258 

ctcagctcac tgcaagctot gcctcctgga ttcatgcctt -tctcctgcct c si 

<210> 3259 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916882 
<400> 3259 

tcccacggct ttaaacaaag caaaaaaaaa ocaccaatcc taataaoccc c 51 

<210> 3260 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

• * 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916882 
<400> 3260 

ccaccaatcc taataacccc cctccttgcc ccgtctccac gctgtgcgga g 51 

<210> 3261 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43948635 
<400> 3261 

tttggagcag ctcatccatc tctcaagtgg gggtcctccg gcaggcagct t 51 

<210> 3262 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number -cg43948635 
<400> 32^2 

caatgccaaa cacatagtat gagaagttta ctttttaaga aattaattta t "51 
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<210> 3263 

<2ll> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948635 
<400> 3263 

atgccaaaca catagtatga gaattgtact ttttaagaaa ttaatttatt t 51 

<210> 3264 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (D) ♦ . . (0) 

<223> Accession number cg43948635 
<400> 3264 

tgcacttcag ctacgtgaaa ataaagtttc tttgggaagg tgacatttgg c 51 

<210> 3265 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43311354 
<400> 3265 

gagaacacag tggctggttt taaaattctt tccacacctg tcaaaccaaa 50 

<210> 3266 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2-6) . . . (0) 

<223> single nucleotide polymorphism 
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<221> mi 3C_jf eat ur-e 
<222> (0) . . . (O) 

<223> Accession number cg44017777 
<400> 3266 

acatcattcc ttttgatctc ctgtgfcatcc ctatagttat tfccaagtaaa g 51 

<210> 32-67 

<211> 51 

<c212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43995237 
<400> 3267 

gtatacacaa agaactgtag tcagattaac aggact^tcag aataaaaagc a SI 

<210> 3268 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . .'. (0) 

<223> Accession number cg43258046 



<400> 3268 

atgtggtgaa ctggatgtgc taccgaagac agaggacttc tt caeca tct 50 

<210> 3269 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44000740 



<400> 3269 

tgctctggga ct-tgggcaag tefctaggcaa gccattcctg ctttctgggc c SI 
<210> 3270 
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<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg439491€2 
<400> 3270 

ttacagctca gaggagagtc atttattaga cattcggttg ttattaaaca c 51 

<210> 3271 

<21l> 43 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (18) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43949162 
<400> 3271 

tttttttttt tttttttatc aatgactcat aaattcttta ttt 43 

<210> 3272 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43949162 



<400> 3272 

ctcataaatt ctttattttg gctaatactg attgcattca ttactaccat t 51 

<210> 3273 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

■ <22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439205€6 
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<400> 3273 

atgfcctagca gcagattttt «:tttttafctg gtacafcatta fccofct*:aaat c 51 

<210> 3274 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 920566 
<400> 3274 

acaggatgtt gcttaccagg acggattttg gtatcttagt aotgaagtta 50 

<210> 3275 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> miscJEeature 
<222> (0) ... (0) 

<223> Accession number cg43920566 
<400> 3275 

ggtttttcct gccacaggat ataacttttt ttatataaca agcataacac 50 

<210> 3276 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 920566 
<400> 3276 
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<210> 3277 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43928442 
<400> 3277 

tttttttttt tttttttttt tttttttttt gcctgatggc attaggttta t 51 

<210> 3278 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> mis cofeature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43954704 
<400> 3278 

gttgctcctg tcctgggggg ctctgctcca cctcccagtc caggatgtct 50 

<210> 3279 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43954704 
<400> 3279 

ttgctcctgt cctggggggc tetgctccac ctcocagtcc aggatgtctg 50 

<210> 3280 
<211> 51 
<212> DNA 
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<220> 

<221> alLele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg432-6€642 
<400> 3280 

gagggggagg gcctccgagt tcccagacaa aacacaggta cctaagggct t 51 

■ 

<210> 3281 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917654 
<400> 3281 

aaaaaatcta ctcttaatgt atatttttca tatttgttta acaaaagcag SO 

<210> 3282 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43 917€S4 
<400> 3282 

ctccctaaga accataaaaa aagatcattt -tattgttaat ttcattccag t 51 

<210> 3283 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> 
<222> 



mis cofeature 
(25) . . . (2€) 
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<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . <0) 

<223> Accession number cg43936623 
<400> 3283 

catcaacaga gttgggttta gggttcccag gagagcaagg gagatggatg 50 

<210> 3284 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) ... (0) 

<223> Accession number cg43936623 
<400> 3284 

ttaaacagtc accacctggt acagttttac aaaatgggga gagtgaccac a 51 

<210> 3285 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936623 
<400> 3285 

actgtgggag gcagggttgt gtgtgatccg ctgaaattac ccttggctta 50 

<210> 3286 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)... (26) 



<223> 



Nucleotide deleted between bases 25 and 26 



<221> 
<222> 
<223> 



mis cofeature 
<0) . . . (O) 



Accession number cg4 3 919796 
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<400> 328"6 

cactgtattt tggcgcatgfc 4:ggtgcootc tg£gccctag atatafcgcac SO 

<210> 3287 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998978 
<400> 3287 

tccttggggc tgcagttttg tggttagagg ggectggaga aaatcatttt c 51 

s 

<210> 3288 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43 998978 
<400> 3288 

ccaggcactc aaaagctggg aaccacgatc tcagcgccag gtctaocagt t 51 

<210> 3289 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998978 
<400> 3289 

caggcactca aaagctggga aocagcatct cagcgccagg tctaocagtt c 51 

<210> 3290 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> alLele 
<222> (2^) . . . (O) 

<223> single nucleotide polymorphism 
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<22X> misc_feature 
<222> (0) . . . (O) 

<223> Accession number cg43998978 
<400> 3290 

gctgggaacc aggatctcag cgccacgtct accagttctc gttttgggcc a 51 

<210> 3291 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998978 
<400> 3291 

ctgggaacca ggatctcagc gccagctcta ccagttctcg ttttgggcca g 51 

<210> 3292 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998978 
<400> 3292 

agtcctagca gaaaaatgtg ttagggcctg gcccaaagca gtgttggttg 50 

<210> 3293 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998978 
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<400> 3293 

gtcctagcag aaaaafcgtgfc -tagggectgg cccaaagcag tgttggt>tgc SO 

<210> 3294 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998978 



<400> 3294 

ctcccaagta ttaccagtgg gtaccaaaaa aatgtcccct *tgagtetttt 50 

<210> 3295 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998978 
<400> 3295 

gtattaccag tgggtaccaa aaaaatgtcc ccttgagtct tttocttgtt 50 

<210> 3296 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43998978 



<400> 3296 
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ttgaatatca atgatttttt ttttttaagt actgttccgg ggagaaaaac 50 

<210> 3297 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998978 
<400> 3297 

tgaatatcaa tgattttttt tttttaagta ctgttccggg gagaaaaaca 50 

<210> 3298 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998978 
<400> 3298 

agcagcatct tttaaagcct gttctctaag gtgtctcgtt agagcccaaa g 51 

<210> 3299 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<:221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42684254 
<400> 3299 

ccatatattt tctgagtagc atatagaatt ttattgctgg aatctactag a 51 

<210> 3300 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_fea-ture 
<222> (0) . . . <0) 

<223> Accession number cg40351913 
<400> 3300 

ttctggggag ggacacagag gacagcttcc ccafccgcctt -ctggtt-gfctg a 51 

<210> 3301 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg40351913 
<400> 3301 

ggacagtttc cccatcgcct tctggctgtt gaagacagca cagagagcgg c 51 

<210> 3302 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . (0) 

<223> Accession number cg40351913 
<400> 3302 

cagtttcccc atcgccttct ggttgctgaa gacagcacag agagcggctt c 31 

<210> 3303 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> 
<222> 
<223> 



misc_f eature 
(0) . . . (0) 

Accession number cg43935986 



<400> 3303 

gccagatagc tgttcctgag ttgcaggcac gatggagatt tggacactgt g 



SI 



<210> 3304 
<211> 51 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935986 
<400> 3304 

ggacactgtg tgcttttggt ggggtagaga ggtggggtgg ggtggggtgt g 51 

<210> 3305 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43935986 
<400> 3305 

tattttaaaa tattttcctt cttacatgaa ctgtatacat tcatatagaa a 51 

<210> 3306 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934544 
<400> 3306 

gggccacagg cccctgctcc ggccgtcgct tgcagaccgc gggcgccgat g 51 

<210> 3307 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43935086 
<400> 3307 

tactttttaa tgactctgga atctgcgtag gctcgagcgg ttcocaaggc g 51 

935 
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<210> 3308 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eatiire 
<222> (0) . . . (.0) 

<223> Accession number cg4393S086 
<400> 3308 

tttttttttt tttttttttt tttfcttggaa tgtatgattt trtttaataaa a 51 

<210> 3309 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4393S086 
<400> 3309 

tttttttttt tttttttttt ttttgtgaat gtatgatttt tttaataaaa c 51 

<210> 3310 - 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934534 
<400> 3310 

gtccccgcag gcccaccacc ctcacccagc cccagccctc cagcotctgt c Si 

<210> 3311 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> iG) . . . io) 
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<400> 3311 

ctcttctcat ggtaatagtg tggocatcag tgcaaaggag actagaaccc g 51 

<210> 3312 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43964039 
<400> 3312 

atttacttca cattcaaaat aatgcgattt caagcctgag catcacggct g 51 

<210> 3313 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43964039 
<400> 3313 

ccctcaatcc acaagcattt caaaaccttt tttctaaaaa ccagccattt a 51 

<210> 3314 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 964039 
<400> 3314 

tatttacaag ttggcttgtc cagatttact ataacttagt gtctgtattt a 51 

<210> 3315 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<223> -single nucleotitie polymorphism 

<221> misc__£ea-ture 
<222> (25) . . . <2€) 

<223> Nucleotide delated between bases -2S and 2€ 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43992017 
<400> 3315 

cctgagcttc ctgcttaggg gccggcceca cocacagggt ctocctggac St) 

<210> 3316 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44026704 
<400> 3316 

ccttctgctg gccagtctgg gcaccagcag gcccotgagg gagggagctg t SI 

<210> 3317 

<211> 50 

<212> DNA 

<2X3> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920726 

♦ 

<400> 3317 

ccattttcca ctaacaaaat aatt^tggatg aagaattctg actcagtgtc 50 

<210> 3318 

<21X> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43317499 
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<400> 3318 

ctgcctcagc cacctgagta gctgggaaga cagagcataa ccttoggtgg c 51 

<210> 3319 
<2ll> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg39377146 
<400> 3319 

tgtcaagtcc gttccgaagg cattttccac tagtttttgg actatgtaaa c 51 

<210> 3320 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44003311 
<400> 3320 

tcacgtccga gctgcccagg cagtctttct gcgccctctg ctggccagat g 51 

<210> 3321 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . - (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44011204 
<400> 3321 

cacacacaca cacacacaca cacaccacac gtgcacacac acatcccccc 50 

<210> 3322 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number <:g44011204 



PCT/WS00/35498 



<400> 3322 

cacacacaca cacacacaca cacacagtgc acacacacat ccccocacaa c SI 

<210> 3323 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44 011204 
<400> 3323 

cacacacaca cacacacaca cacacagtgc acacacacat ccccccacaa c 51 

<210> 3324 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44011204 
<400> 3324 

atagttgaca ctcaatttta ttgctaaaaa aaatgtcctc tggagtgaca 50 

<210> 3325 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphi-sm 

<221> mis cofeature 
<222> (25) . . . («) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_£eature 
<222> (0)...<0) 

<223> Accession number cg44011204 
<400> 3325 

atctcctgtc ctggagggtg ctgggcccct ggctccccag agtgtgcagg 50 

<210> 3326 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 4 011204 
<400> 3326 

cactcaattt tattgctaaa aaaaatgtcc tctggagtga cagcaggtat 50 

<210> 3327 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988801 
<400> 3327 

caaaagtttg gccacttccc tctcagagac taacccagaa gggaataaga t 51 

<210> 3328 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> (25) . . . <2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0)...(0) 

<223> Accession number cg44025532 
<40t)> 3328 
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<210> 3329 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases -25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44025532 
<400> 3329 

ccaggcaagg ggccagaccc cocccaaccc ccagctgeca txrgcfecfccoc SO 

<210> 3330 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 924839 
<400> 3330 

tgaagaaatg tgtatcatct aacagaaaag aaatatgaac cagataatga a 51 

<210> 3331 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223>- Accession number cg43924839 
<400> 3331 

ccttgttact tgagtattgt agccttacca tgattttttt taacaccgta t 51 

<210> 3332 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42328251 
<400> 3332 

acacacacac acacacacac acacacgaca aaaccacagg gctaagacac a 51 

<210> 3333 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928832 
<400> 3333 

tttttttttt tttttttttt ttttttagta tttaaagaga tttattaaat c 51 

<210> 3334 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930322 
<400> 3334 

cttttgttta ttagcaccaa tttcttgcca ctaagctatt tgttttatta t 51 

<210> 3335 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43924433 
<400> 3335 

tcaatacctt cattacattt ataaaaacaa gatttacaca gcaccccatc a 51 

<210> 3336 
<211> 50 
<212> DNA 
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<213> Homo -sapiens 

<220> 

<221> allele 
<222> {2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<2 23> Nucleotide deleted between bases 25 and 26 

< 2 2 1 > mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43924433 
<400> 3336 

tacaagattt acacagcacc ocat-caaaaa aaaaattaaa aecct^ttaca 50 

<210> 3337 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924433 
<400> 3337 

acacagcacc ccatcaaaaa aaaaattaaa accctttaca aatatctaca 50 

<210> 3338 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43924433 
<400> 3338 

cacagcaccc catcaaaaaa aaaaaattaa aaccctttac aaatat-ctac a 51 

<210> 3339 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 
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<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number c'g43924433 
<400> 3339 

cacagcaccc catcaaaaaa aaaaaattaa aaccctttac aaatatctac a s: 

<210> 3340 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43924433 



<400> 3340 

ttcaaagggg tgctctgtta aaggtcggcc ctagttaatg gtccatttac t 

<210> 3341 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43924433 
<400> 3341 

aggggtgctc tgttaaaggt gggcctagtt aatggtccat ttactggtgc 

<210> 3342 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> i0) . . . (0) 

<223> Accession number cg43924433 
<4O0> 3342 

tgcatactca gagcagttaa ggcagtagtg tgatggatga gaaaaacttt g 
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<2lO> 3343 
<211> 51 
<2l2> DNA 

<213> Homo -sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 961977 
<400> 3343 

aacattccac caaaaatcat gactacgcat ctaacagctt caaaatatag a 51 

<210> 3344 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . .'. (0) 

<223> Accession number cg2 986272 
<400> 3344 

acctcagcga gggcaacgcg agctggccgg agccccccgc cccggagooc g SI 

<210> 3345 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43319894 
<400> 3345 

tgcttcagag atccctgctg gctcctcgag caccctggcc cgcaaagaag c 51 

<210> 3346 
<211*> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_€eatuare 
<222> (O) . . .«<0) 

<223> Accession number cg43319894 
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<400> 3346 

ccacgagcac cctggoccgc aaagaggctg ggggacgtcg gaagcgagtc g 

<210> 3347 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43319894 
<400> 3347 

aagctggggg acgtcggaag cgagtagaat ttgtgacatt tgcaccagca c 

<210> 3348 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43319894 
<400> 3348 

agcgagtcga atttgtgaca tttgcgccag cacccccagc ccaggagcct g 

<210> 3349 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43319894 
<400> 3349 

aggagcctgt aggggccccg gctgtgcagt ccatcctggt agcaggtgag g si 

<210> 3350 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> {26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_j£eature 
<222> (0) . . . (0) 

c223> Accession number <:g43319894 



<400> 3350 

gggccccggc tgtacagtcc 




caggtgagga ggacatccgc t 



SI 



<210> 3351 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43319894 
<400> 3351 

ccccggctgt acagtccatc ctggtggcag gtgaggagga catccgctgg g SI 

<210> 3352 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43319894 
<400> 3352 

ctgtacagtc catcctggta gcaggcgagg aggacatccg ctgggtgtgc g SI 

<210> 3353 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43319894 
<400> 3353 

gtgaggagga catccgctgg gtgtgtgagg acatggggct gaaggaccca g SI 

<210> 3354 

<211> SO 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_JEeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43319894 
<400> 3354 

tgaaacggct gtgggaggct gggcctggga cgccctctca tagcgtccag 

<210> 3355 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43S41204 
<400> 3355 

cactttccat ttctgcgcct tttctgtcac ccgggtggcg ctggaagtta t 

<210> 3356 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43941204 
<400> 3356 

ccctgtcctg cccgcatcct acccctcccc acctgaagtg aggctatccc 

<210> 3357 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 
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<221> mi sc_£eature 
<222> <0) . . . (0) 

<223> Accession number cg43941204 



<400> 3357 

ggtcctaagt cctctcagca gtgggcgact gctgfctgcca ataoctcaga c SI 

<210> 3358 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43990999 



<400> 3358 

tattgaatct gggttctttt ttgacttttt ttttttccca atccaacagc a 51 

<210> 3359 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43269525 



<400> 3359 

tctgtctgga acttctgaca atctgccatg acaatgaggg tgggcatgafc t 51 

<210> 3360 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43291895 



<400> 3360 

gttgtttcgt tttggctttt tctccttccc catgtctgtt ctgggttttc a 51 

<210> 3361 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43291895 
<400> 3361 

ttttcacgtg cttcagagaa gagggctgcc ccaccgccac tcacgtcact 50 

<210> 3362 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism % 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43291895 
<400> 3362 

aggggagctg agcccgactt ctaccgggtc ccccagcttc cggactggcc 50 

<210> 3363 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43291895 
<400> 33€3 

ggagctgagc ccgacttcta ccgggtcccc cagcttccgg actggccgca 50 

<210> 3364 
<2ll> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_jfeature 
<222> (25) . . . (26) 

<223> Nucleotide "deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) . 

<223> Accession number cg43291895 



<400> 3364 

gccgcacccc ggaggagcca cggggcgctg ctgggaacgt gggcgggggg 50 

<210> 3365 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

j 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43291895 
<400> 3365 

tgggaacgtg ggcggggggc cgttttctga cactaccagc ctgggaggcc c Si 



<210> 3366 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43291895 
<400> 3366 

gggaggccca ggtgtagcgg tccgagggcc cggtcctgcc tgtcagctcc 50 

<210> 3367 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . <0) 
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<400> 33^7 

caggtcctgg agccacgtcc agcactgagt ggacggattc accgtggccg a 51 

<210> 3368 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44003015 
<400> 3368 

tttttttttt tttttttttt tttttfccctt caggagcatg tttattgtgt t 51 

<210> 3369 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44003015 
<400> 3369 

agatgataca tcaggtgctc tctgactaca aagggtaaaa ggaaatcctc 50 

<210> 3370 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44 005525 
<4O0> 3370 

cagctctctt ctgtgacaga caaataatgt aagaactgtg aaaccccagt t 51 

<210> 3371 

<2ll> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005S25 
<400> 3371 

ctgtgacaga caaatcatgt aagaattgtg aaaccccagt ttatgtagcg t 51 

<210> 3372 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44923887 
<400> 3372 

gggctgggct ggctgctctg gaggaagggg tcagcagggg cccaggcgac c SI 

<210> 3373 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44923887 
<400> 3373 

aagcgaacgc caggcggtgg cacgtatcaa tttccacaga gtcctgcttt g 51 

<210> 3374 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44923887 
<400> 3374 

trcctgctttg cggggtgtct gaa-fcgtactg cacggggtct ctgctcacac t 51 
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<210> 3375 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44923887 
<400> 3375 

acacttgctg gaaccaatcg tggcacattt tagtccacag gtcgcttttc c 

<210> 3376 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> tnisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44923887 
<400> 3376 

tgaacaatgt taggctgccg aacctaccca tcactcccca cttctgcaca g 

<210> 3377 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916797 
<400> 3377 

aaggccaaag gttgaagggg tagggtgatg taaaagagtt gggaacaaag c 51 

<210> 3378 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43939935 
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<400> 3378 

cagtaaaata aactgfcacaa aggcaattta gaataacaaa aaatattt-ta -c SI 

<210> 3379 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0)...(0) 

<223> Accession number cg43939935 
<400> 3379 

agtaaaataa actgtacaaa ggcatattag aataacaaaa aatattttac t SI 

<210> 3380 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939935 
<400> 3380 

caagagacaa ggttgcaacc cgaagttaac atttatgtat ttatgaotgg 50 

<210> 3381 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43094404 
<400> 3381 

tccacaacta atatagacaa ctttatgcgt gcgtaagagt tttacatggc a SI 

<210> 3382 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43974851 
<400> 3382 

gcgggctcct cttctcatcc atgtctttca ggtcbcagcg tttgctcgct 50 

<210> 3383 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc__f eature 
<222> (0) . . . (o) 

<223> Accession number cg43974B51 



<400> 3383 

cagaacactt tatggtttea aatccttttt tttttttacc ccaaaggaaa 50 

<210> 3384 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43974851 



<400> 3384 

tggtttcaaa tccttttttt tttttacccc aaaggaaatt tgagaattca 50 

<210> 3385 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



957 



JSDOCID: <WO. 



,0147944 A2_l_> 



WO 01/47944 PCT/US00/35498 

<221> allele 
<222> (26) . . .40) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947722 
<400> 3385 

tacaattaaa ataaaataag catttgtafcg at^^bttacaa atattf:gt*cta t. 51 

<210> 3386 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^-feature 
<222> (0) . . . (0) 

<223> Accession number cg4394 7722 
<400> 3386 

gagtgaagta atcacatgct agaacttcag ggccaattgg aaagt^cacta t 51 

<210> 3387 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43 947722 
<400> 3387 

tcacatgcta gaacatcagg gccaactgga aagtcattat gaacacttgc a 51 

<210> 3388 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and -26 

<221> misc__£eature 
<222> (0) . . . (0) 

<223> Accession number og4394&6"69 
<400> 3388 
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gggaagcagc gocggagcgg gcgagtcacg cttcggcccc gccgctctcc 5 



<210> 3389 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948669 
<400> 3389 

ggaagcagcg ccggagcggg cgagtcacgc ttcggccccg ccgctctccc 50 

<210> 3390 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42940644 
<4O0> 3390 

cttcttgaag gtgcaggcct tggacgtgcc cagactcaca gtcctggctg c 51 

<210> 3391. 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42940644 
<400> 3391 

gtgaccctca gaaatcacaa gggagtggag agagctgtgt tcaacatgaa a 51 

<210> 3392 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (2«) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg42940644 
<400> 3392 

ccctcagaaa tcacaaggga gcggaaagag ctgtgtfccaa catgaaacgc t 51 

<210> 3393 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43297012 
<400> 3393 

ctacgttaac tttgcctagt agaggccctt ctttgcactt gcttcfccatt t 51 

<210> 3394 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917756 
<400> 3394 

ttccccaagc cacgcaggcc atggctcagc tcagcaggct ctcctcagtg SO 

<210> 3395 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920218 
<400> 3395 

agtccttaaa acagcaggaa aggtgagcct gtcccccttt tgtgcagcta c 51 
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<210> 3396 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43920218 
<400> 3396 

ctgggcctca ttcctccaag tccactggag ggtccagaag agggagtcag a 51 

<210> 3397 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

< 2 2 1 > mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43920218 
<400> 3397 

gacactgctg gcgggggctc agtgacacta ctcacagatc cacacctgac 50 

<210> 3398 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

< 2 2 1 > mis c_f e ature 
<222> (0) . . . (0) 

<223> Accession number cg43920218 
<400> 3398 

cctgttgggt cgagtcaggc tgggcttggt ctgcactgta gcacctgtgt 50 

<210> 3399 

<211> 51 

c212> DNA 

<213> Homo sapiens 

961 

ISDOCID: <WO 0147944A2J_> 



WO 01/47944 



PCT/lifSOO/35498 



<220> 

<221> allele 
<222> {2-6) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number -cg43920218 
<400> 3399 

tgagttcaca tcatgaatgt ggtgattfccc cagataocat ctcaggctta a 51 

<210> 3400 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920218 
<400> 3400 

gtataaatat atgatataga tttatttatg ttgtaacgcc atatattgaa g 51 

<210> 3401 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43920218 
<400> 3401 

tagatttata tatgttgtaa cgccacatat tgaaggccaa cataactggt g 51 

<210> 3402 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 920218 
<400> 3402 

cagggtgggt gacagaaaat gaaagtcttt -ttggtgattg ttaaagcaag a 51 
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«c210> 3403 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43920218 
<400> 3403 

aatgaaagcc tttttggtga ttgtttaagc aagatgtgta taaagaaata a 51 

<210> 3404 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43920218 
<400> 3404 

gcctttttgg tgattgttaa agcaaaatgt gtataaagaa ataaatagtt t 51 

<210> 3405 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921252 
<400> 3405 

ctcctccacg gtgggtgcca gcaggtctcc cctttccagt gacctccctc 50 

<210> 3406 
<211> 50 
<212> DNA 

<213> Homo -sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<220> 
<221> 
<222> 
<223> 



allele 
(26) ... (0) 

single nucleotide polymorphism 
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<221> miscjEeatur^ 
<222> (2S) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number* cg43921252 
<400> 3406 

atgtcacagg gtccccgggg tggggcagca gccagggcag aaaagcagaa 50 

<210> 3407 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
<400> 3407 

ttatttttct ttggcttcaa gcccctccca tgacgtgcag ggcagggggt 50 

<210> 3408 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
<400> 3408 

tttggcttca agccccctcc catgaggtgc agggcagggg gtgggcatga g 51 

<210> 3409 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_£e a ture 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
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<4O0> 3409 

gaaatgggga ggcaagggct ctttaagcgt ttgccaaaac cactgccaca c 51 

<210> 3410 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<2 23> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
<400> 3410 

acgcaggaag cctccacccc caccctgcct ggcaggtccc agattacatg 50 

<210> 3411 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
<400> 3411 

ggctctttag cgtttgccaa aaccaactgc cacacccctc caccccctct t 51 

<210> 3412 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
<400> 3412 

tgccttcctc ctccacggtg ggtgcagcag gctctcccct ttocagtgac 50 

<210> 3413 
<211> 50 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between basses 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
<400> 3413 

tagtggaatc acagcaggcc aagccagggg occggctcaa gctgtcctct SO 

<210> 3414 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
<400> 3414 

atgtcacagg gtccccgggg tggggcagca gccagggcag aaaagcagaa 50 

<210> 3415 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
<400> 3415 

cagcagccag ggcagaaaag cagaactagc ctctataaaa gcaccccttt 50 

<210> 3416 
<211> 51 
<212> DNA 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43921266 
<400> 3416 

gagatagatg cttttttttt ttttttgctt gtgtttttcc ttcagtataa a 51 

<210> 3417 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
<400> 3417 

aaataacttc tcttagaaaa aaaaaataca gaagaaaaaa accaaagggt t 51 

<210> 3418 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43921266 
<400> 3418 

agggttattt ttctttggct tcaagcccct cccatgacgt gcagggcagg 50 

<210> 3419 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25)...<2€) 
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<221> misc_j£eature 
<222> (O) - . . <0) 

<223> Accession number <:g43921289 
<400> 3419 

ccacgtgagt ggtagocgcc gctgagocga gcctgcactg gggccaccca 50 

<210> 3420 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921289 
<400> 3420 

cacgtgagtg gtagccgccg ctgagccgag octgcactgg ggccacccag 50 

<210> 3421 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921289 
<400> 3421 

ccgctgaggc cgagcctgca ctgggccacc cagccaggcc tgggggcagc 50 

<210> 3422 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

c223> single nucleotide polymorphism 

<221> miec^feature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mis c_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43921269 
<400> 3422 

aggccgagcc tgcactgggg cca-ccagcca ggcctggggg cagcctctcc 50 

<23_0> 3423 

<211> 46 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> <2l) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929067 
<400> 3423 

cccctttttt tttttttttt atgactttcc tacatcagtt ttattt 46 

<210> 3424 

<2ll> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43929067 
<400> 3424 

acaaaaggga cctggaatct gtaagctgat tccaaaaacg aaataagtag a 51 

<210> 3425 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (22) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 929067 
<400> 3425 

cccctttttt tttttttttt tagactttcc tacatcagtt ttattta 4 7 

<210> 3426 

<2ll> 48 

<212> DNA 

<2l3> Homo sapiens 
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<220> 

<221> allel-e 
<222> (23) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number -cg43929067 
<400> 3426 

cccctttttt tttttttttt tttacttt-cc tacatcagtt ttatbtaa 46 

<210> 3427 

<211> 49 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (24) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929067 
<400> 3427 

cccctttttt tttttttttt ttgtctttcc tacatcagtt ttatttaaa 49 

<210> 3428 

<211> 50- 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (25) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929067 
<400> 3428 

cccctttttt tttttttttt ttgattttcc tacatcagtt ttatttaaaa 50 

<210> 3429 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43929067 
<400> 3429 

cctacatcag ttt-tatttaa aacactaaca agtatttctc tttctgtaag g 51 
<210> 3430 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43929790 
<400> 3430 

aagtacagca gccaacatct ggtctagagc tgctgggaaa aggggcagga 50 

<210> 3431 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43932517 
<400> 3431 

ctttcctact ggcgccggct cctgcagagg tcggggtgac agcaggatca 50 

<210> 3432 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43932517 
<400> 3432 

ggttgttgtt tttttttttt tttttatggg agacacttct tttatttagg a 51 

<210> 3433 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
x222> <26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mi«c_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43935021 
<400> 3433 

tcctctgact tttacggagg gcttgcaaag tagcctattg cagccaaagt SO 

<210> 3434 

<211> 50 

<212> DNA 

<213> Homo sapiens 

» 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis c_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis c_f eature 
<222> (0) ... (0) 

<223> Accession number cg43935021 
<400> 3434 

cctctgactt ttacggaggg cttgcaaagt agcctattgc agccaaagtt 50 

<210> 3435 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_f eature 
<222> (0) ... (0) 

<223> Accession number cg43944666 
<400> 3435 

gcccccagca ggagcaccac cacggtttag caaagaatcc cagaccccgc c 51 

<210> 3436 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<223> Accession number cg43947011 
<400> 3436 

tagctctttt tttttttttt tttttttggg ataatctatt ttaatgaaac t 51 

<210> 3437 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947011 
<400> 3437 

ctgtgggctg gaggtgggat acccaccgca gcacgcccac cctaatgtgc 50 

<210> 3438 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . <0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<22 3> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43947011 
<400> 3438 

gtgggctgga ggtgggatac ccaccgcagc acgcccaccc taatgtgcca 50 

<210> 3439 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi3c_feature 
<222> (25) . . . <2*) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_j£e a ture 
<222> (0) . . . (0) 
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<223> Accession number og43947011 

*400> 3439 

gagaaaggac agt:gggaagg agacataggc tcagcccaga gat«gccocJtg 50 

<210> 3440 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f-eature 
<222> (0) . . . (0) 

<223> Accession number cg43 948542 
<400> 3440 

attagtatct tctcagatac agaccgtttt atgatttttt aaaaagtaaa a SI 



<210> 3441 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 948542 



<400> 3441 

aaaagttcta aaatgaagtc acacaggaca attattctta tgcctaagtt a 51 

<210> 3442 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 950151 



<400> 3442 

cacacagtca acaccttggt gacagcatct gcccccactt caaccagtaa SQ 

<210> 3443 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950151 
<400> 3443 

acacgtgccc ctgggggagc ccacatggca cttagggctg gcagcaccgc c 5X 

<210> 3444 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 

<222> (0) . . . (0) 
* 

<223> Accession number cg43950151 
<400> 3444 

cgtttttttt tttttttttt tatggttttc caactaggtt ttattttagt t 51 

<210> 3445 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43961075 
<400> 3445 

ccttgaaaac ttctcatccc ctgaaggtgg ggtgaccacc cctctgggac 50 

<210> 3446 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4396942^ 
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<400> 344€ 

tatttcatcc aaafccaaget aaaatttatt .fcaagfcbgatt ofcgagagtac a 51 



<210> 3447 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970200 



<400> 3447 

agtagctttt cagcattcag ttttgtggct catgggaaat gttacttagc a 51 

<210> 3448 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970200 



<400> 3448 

catcaagatg tggtttgatg agtgagcaat gtcagtatca actgtactta a 51 

<210> 3449 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43994728 



<400> 3449 

caggaattta aaaccaagga taagatatgc ctttg-tcaaa -tcttggtfccc a 51 

<210> 3450 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2-6) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43994728 



<400> 3450 

aacagttcaa tgggactttt ttttttcctt ctcaatcaac agagtttacc a 



51 



<210> 3451 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . {26) 

<223> Nucleotide deleted between bases 25 and 26 



<210> 3452 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43925699 
<400> 3452 

ttgttataag gcgctgggag aggatggcag ctcccactgc cccagagcgg 50 

<210> 3453 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> 
<222> 
<223> 



misc_f eature 
(0) . . . (0) 

Accession number cg44020180 



<400> 3451 

ttgtagcaga gacacagtgg cctagcaatc ggcagtgcta tacacacagt 



50 
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x221> mi sc_£e at; ure 
<222> (0)...(0) 

<223> Accession number og43925699 



<400> 3453 
gttataaggc 



gcfcgggagag 



gafcggcagct 



tjccartgccc 



xragagcggag 



50 



<210> 3454 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439269B5 
<400> 3454 

cagcatgtcc cagtcactgc agcaatgcct tgtgtttgtt fc-cafc-tttttt a 51 

<210> 3455 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43926985 
<400> 3455 

gtataaatta gaaaatgaaa aatgtatgaa taacattgta tgaaataaac c 51 

<210> 3456 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43961763 
<400> 3456 

tttttggtcc agtactccac aaaacgctac agacagtaac aaaataattc a 51 

<210> 3457 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44033553 
<400> 3457 

tcatgcctga gaccagaatg gaataaaaca atccatttga atacagcgat g 51 

<210> 3458 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44911887 
<400> 3458 

ccgaggcctc cttgcttccc gctctccgag gagcctttca tccgaaggcg g 51 

<210> 3459 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44911887 
<400> 3459 

ctctgcgagg agcctttcat ccgaagcggg acgatgccgg ataatcggca 50 

<210> 3460 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (O) . . . (0) 

<223> Accession number cg44911887 
<400> 3460 
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gagcttggcc ggtt*x?gagt cgctggcotg cagcttooct gtggtttccc g 

• — ■ 

<210> 34^61 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg44927137 
<400> 3461 

attttggtgt gctacaaaag cctttgcaaa ttafccagtag tagttttttt t 

<210> 3462 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44927137 
<400> 3462 

tttgtctata aatggagctg tttatagcaa tttaatacca ttctctttgt a 51 

<210> 3463 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg43301812 
<400> 3463 

atggacaatg agtgctcctc tgcactcccc catateaatg gcagtggaac c 51 

<210> 3464 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . <0) 

<223> Accession number cg43308354 
<400> 3464 

cacctagtcc tctgctaoca actcacgtca tgatggggat gagccagaca c 51 

<210> 3465 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> NucleQtide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43308354 
<400> 3465 

caatggtgtt gttagactcc cctattttta aaatgctaat tcacattctt 50 

<210> 3466 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43308354 
<400> 3466 

gacagaacaa tcaaagacca acgtgacctt gctttccata ccaggctgag 50 

<210> 3467 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number ~cg4330«354 



<400> 34-67 

ctgtggggag agggtagg>ca atggotoctg oaaacgggcc cagafeccgcc SO 

<210> 3468 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43308354 



<400> 3468 

ataatacagc aagatattgt tggggttttc ttttt^-totg -focaagtaaga a 51 

<210> 3469 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43918935 



<400> 3469 

ctgtgtttat catgtgtata tcgtctagaa agtattaagg -ctttaggtag a 51 

<210> 3470 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43925942 



<400> 3470 

aaa tact tec gaaaccagga attcaatgta tgtttgt-ttt atactgtttg a 51 

<210> 3471 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) . . . i0) 



982 

MSOOOO: <WO 0147944A2_I_> 



WO 01/47944 

<223> single nucleotide polymorphism 



PCT/US00/3S498 



<221> mis cofeature 
<222> (0)...<0) 

<223> Accession number cg43925942 
<400> 3471 

gctatagttg cgggtggaac agtcagcctt tctagtagtt tatgatattg c 51 

<210> 3472 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 925942 
<400> 3472 

ttgccctctt tgtattccca ttttccacag tttttfcccgc agacttcttt c 51 

<210> 3473 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925942 
<400> 3473 

atggtttttc tctcagttct ctaagttggt ctatgttata gctctagcag t 51 

<210> 3474 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc w feature 
<222> (0) . . . <0) 

<223> Accession number cg43925942 
<400> 3474 

attattgoaa cttatatttt gcctgtgctt gatcaaaggt catttgtgta g 51 

<210> 3475 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 925942 
<400> 3475 

gtaattaaaa aatatttaaa tcacattaaa attctattat tggagagcat c 51 

<210> 3476 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 925942 
<400> 3476 

attaaaaaat atttaaatca caatataatt ctattattgg agagcatctt t 51 

<210> 3477 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936625 
<400> 3477 

tttttttttt tttttttttt tttttttact aaaagaataa agatttttat t 51 

<210> 3478 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<:222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

c223> Nucleotide deleted between bases 25 and 26 

<221> misc_£jeature 
<222> 10) . . . <0) 

<223> Accession number og43939€97 
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<400> 3478 

taaatgtttt tggocgggcg tggtgctcat gcctgtaatc tcagtacatt 50 

<210> 3479 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43940975 
<400> 3479 

tctttttttt tttttttttt ttctatgaga atttagctgt tctttattga c 51 

<210> 3480 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43940975 
<40O> 3480 

cttttttttt tttttttttt tctagtagaa tttagctgtt ctttattgac a 51 

<210> 3481 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43957007 
<400> 3481 

agtgatcctt ctgcctcagc ctcccgagta gctgggatta caggtgagoa c 51 

<210> 3482 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

c221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



985 



ni/.70Af f> (I •> 



WO 01/47944 PCT/IJS0O/35498 

<221> mxsc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43979396 
<400> 3482 

aaaaggagag gggttaagat gjcaocaaggc tgtagctggg ctacttgatc t SI 

<210> 3483 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979396 
<400> 3483 

agcttttata tattaaaaaa cgtattatgc accaactgtg aatagctgcc g 51 

<210> 3484 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44021891 
<400> 3484 

tggtaatact gaggggctgg acagagctct tctgagcctc aagcgccagg SO 

<210> 3485 

<211> 50 

<212> DNA 

< 2 1 3 > Homo s ap i ens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and Z€ 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44021891 
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<400> 3485 

gggctggaca gaggotcttc tgagctcaag cgccagggac agagacctag 50 

<210> 3486 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> {26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917191 



<400> 3486 

ctatatggag taaaataagt taaaattttt ctaatgagaa tagctgacag g 51 

<210> 3487 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43917191 



<400> 3487 

tggagtaaaa taagttaaaa cttttttaat gagaatagct gacaggcagc a 51 

<210> 3488 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918€28 
<400> 3488 

gtgtgtgtgt atatatatat atataaatac attctatctt accctaatca 50 

<210> 3489 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43918628 
<400> 3489 

tgtgtgtgta tatatatata tatatataca ttctatctta occtaatcat 50 

<210> 3490 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43918628 
<400> 3490 

acaaaatcta aaaagaaaac aaagcaaaaa aaaaaaaacc ccttcatatt c 51 

<210> 3491 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43926426 
<400> 3491 

tgtacatatc tgggcctttg gaggcacgtg tggcatggga ggggctacct 50 

<210> 3492 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . • . (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43930961 
<400> 3492 

caagccaggt cttcccgtct tcttgtgtgg ccacaccctg tccggcatat 50 

<210> 3493 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) • 
<223> single nucleotide polymorphism . 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43930961 
<400> 3493 

tttttttttt tttttatagg caaggtttta tgttatattt atttattttc c 51 

<210> 3494 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43930961 
<400> 3494 

aaaatccaag accagcagtt ccteaaattt gagtactact cagattggca g 51 

<210> 3495 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between baees 25 and 26 

<22l> mi s cofeature 
<222> <0) . . . (0) 

<223> Accession number og43935402 
<400> 3495 

gaccactcac gataaagcag attttctctg ccfcctgccac aaggtttcag 50 
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<21C> 3496 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979400 
<400> 3496 

cacactttca tctctgttgc tgaaaccfcot gagctccagc "taottaacta SO 

<210> 3497 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979400 
<400> 3497 

gcacatactg ctcctcctgg cctctcctgt ggcacaatgc catgagagcc SID 

<210> 3498 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979400 
<400> 3498 

cacagacgcg actcacaaga tgcgoggctc cccgggctca ccaaggagaa SO 
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<210> 3499 

<211> 51 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43994452 
<400> 3499 

actggcaggg acctccccca cagccgcccc cacagggttc tctgtttccc a 51 

<210> 3500 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43994452 
<400> 3500 

acacattcac ccactacctg ctggacagga gggtcatgag gcagcctgtg g 51 

<210> 3501 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43994452 
<400> 3501 

tttttttttt tttttttttt ttttttcagg ttccaccaga ggcttttatt t 51 

<210> 3502 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43 994452 
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<4 00> 3SX>2 

ttocagacac eggaaccfcec ^fcagfeocagcc *tggcacaocc atg-fccactca g 51 

<210> 3503 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43994452 
<400> 3503 

agtctagcct ggcacaccca tgtcattcag aaaggtcagg cteagggtgg a 51 

<210> 3504 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 994452 



<400> 3504 

gcagccttcc ctttgtcggg gtccacgcaa tctacacatg gtogcaaggt c 51 

<210> 3505 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

• 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43994452 
<400> 3505 

gggcacagac ggcactggtg catgctgtcg ggotggggcc acactgggga SO 

<210> 3506 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43260923- 
<400> 3506 

cacataattc caatttttat tgaatataga gatttt'atga aaacaaatcc a 51 

<210> 3507 

<2ll> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916866 
<400> 3507 

tgtgtgccag gacaaccggc cggagcaccg cagctcccga taccgatgtt 50 

<210> 3508 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916866 

i 

<400> 3508 

cctgtcgaga tcacagcagg tccaatataa agtgacaact agatttaata a 51 

<210> 3509 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg439l6866 
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<210> 3510 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916866 
<400> 3510 

aattgcttac cacttaggga aaaaactgtt gaagtataaa acagccagaa c Si 

<210> 3511 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933355 
<400> 3511 

ctgagactta ataaatgaga taaaaacagt ttcttacacc taagaaactg g 51 

<210> 3512 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933355 
<400> 3512 

tttttttttt tttttttttt tttttattcg aaccaagaga acatttttta t 51 

<210> 3513 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933355 
<400> 3513 

ccaggggatg ctgggcttgt tagcattcaa gctctgggac ctgattggcc t 

<210> 3514 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43934.069 
<400> 3514 

agtaaagatt tctttttggt gtatacagag ttaagggcag tagaagaata 

<210> 3515 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934069 
<400> 3515 

gtctgagcac ccttttcttc tgagttgtgg ctcctggaag acggggctgt g 

<210> 3516 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc__feafcure 
<222> (O) . . . iO) 

<223> Accession number cg43942958 
<4O0> 3516 

■caagcaaggg cagatcfcgag agcctgtaat gctaggcagg tgcagctggt g 

<210> 3517 
<2ll> 50 
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-<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc — feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg439429S8 
<400> 3517 

gggaggaaag gcaggaggag atgagccagc cccactgatg acaoofctggg '50 

<210> 3518 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43942958 
<400> 3518 

gccagcccca ctgatgacac cttggccagg cctcacagct gcagg<:at-ca 50 

<210> 3519 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942958 
<400> 3519 

agtgagggta tccttgtggc tccagcctgg ggccccctgc ggtcaccttt 50 

<210> 3520 
<211> SO 
<212> DNA 



996 



tNSOOCID: <WO. 



0147944A2_I_> 



WO 01/47944 

<213> Homo sapiens 



PCT/US00/35498 



<220> 

<221> allele 
<222> <26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942958 
<400> 3520 

tgagggtatc cttgtggctc cagcctgggg ccccctgcgg tcacctttgg 50 

<210> 3521 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43951735 
<400> 3521 

ataaatcttc tcttaggcta aacaaaagac tcggtctata attcagaggg 50 

<210> 3522 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951735 
<400> 3522 

tttttttttt tttttttttt tttttttata aaaagggttg gtttattgta g 51 

<210> 3523 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 



997 



VJSDOaO" <WO 0147944A2J_> 



WO 01/47944 

<223> single nucleotide polymorphism 



PCT/tfSD0/3549S 



<221> mi<sc_£eature 
<222> (0) . . . <0) 

<223> Accession number cg43 981461 
<400> 3523 

attaaagaag ttcatagatt tcacatgaat gtaaatgtgt tatatggaga c Si 

<210> 3524 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43985488 
<400> 3524 

cacgccaggc cccaagcagg gtgagcctoc aaoocggcca -gctgagcagg 50 

<210> 3525 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 9854 88 
<400> 3525 

gaatgcaggc acggcgggcc gtctgccaga ggctgatgca ggtgggcggc 50 

<210> 3526 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis creature 
<222> (0) . . . (0) 

<223> Accession number cg440^6 92S 
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<400> 3526 

caatgaatca agactt-ctac ccaaaacaac attttttfcaa aotatattta t 51 

<210> 3527 

<211> 51 

<212> DNA 

<213> Homo sapiens 

• 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4402£925 

* 

<400> 3527 

aatcaaattc aaagatttaa ttcttcctat gaattctaaa gttcggcaaa c 51 

<210> 3528 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

• 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44026925 
<400> 3528 

tgaattctaa agttcggcaa accaactcat cataaaatcc aaataatctt g 51 

<210> 3529 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44026925 
<400> 3529 

cctatttatc tagtgattca tctccgattc tgttgaaaaa gcataatata a 51 

<210> 3530 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> misc_£eature 
<222> (0) . . . <0) 

<223> Accession number cg4402«925 
<400> 3530 

ctccaatt-ct gttgaaaaag cataacataa atgttgatga gactagactc t 51 

<210> 3531 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44026525 
<400> 3531 

ttgaaaaagc ataatataaa tgttggtgag actagactct aatggatatg t 51 

<210> 3532 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44026925 
<400> 3532 

aaagcataat ataaatgttg atgagtctag actctaatgg atatgtttat a 51 

<210> 3533 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number <cg43308181 
<400> 3533 

atcattttct tttttttttt tttttctgtt gtggaaaagc gtgaatttgt SO 
<210> 3534 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . - (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43308181 
<400> 3534 

aaaatgtttt gtaaaaaaaa aaaaactata acaaattgca gtttattttg 

<210> 3535 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . • (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924112 
<400> 3535 

aaaatctgag acaagactaa acaaaaacaa aaaaatctct aacacaaaat 

<210> 3536 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924112 
<400> 3536 

cgccgcocgc cccggcccaa aagtcgcccg cgctgtccac acagtgggca 

<210> 3537 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43925091 
<400> 3537 

tttttataat caaactcttg ggtttaattt ctgtaaaagc tccagctcta c 

<210> 3538 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43929503 
<400> 3538 

ttttggttta taggagagat ttattagaag aaatattaca acatataaaa a 

<210> 3539 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43929503 
<400> 3539 

taataaaaaa cttttaaaat ccagattgca caaagtactg cacaatttga t 

<210> 3540 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number -cg43929303 
<4O0> 3540 
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tgtctctttc caaatotttg agccgcctgc ggacatcgtc gggcagcgag a 51 

<210> 3541 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947531 
<400> 3541 

caaattaaac aagtttgttg aacagatttc ttttctaata taatgactat g 51 

<210> 3542 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc__f eature 
<222>. (0) . . . (0) 

<223> Accession number cg43998751 
<400> 3542 

ggctacagta ccatgcctct cagcccgtgt gtataatatg aagaccaaat 50 

<210> 3543 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998751 
<400> 3543 

SJcggggtgga gcggcacgcg ccttctgcag gaggctgagt gtccgtct-cg c 51 

<210> 3544 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> itt) . . . <0) 

<223> single nucleotide polymorphism 

<:221> misc_feature 
<222> (0) . . . (0) 

<:223> Accession number cg43998751 
<400> 3544 

tggagcggca cgcgccttcg gcaggcggct gagtgtccgt ctcgcgeccg g 

<210> 3545 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43999667 
<400> 3545 

aactgtttta taacaaacac aaaataaaaa aaacaatgtt actatttacg 

<210> 3546 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . .(0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43999667 
<400> 3546 

tataacaaac acaaaataaa aaaaacaatg ttactattta cggcaaacag 

<210> 3547 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . <2€) 
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<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43944072 
<400> 3547 

ttagtgcggt acatgcagcc ctcggacgga gggtcagtcc ccgctgttct 

<210> 3548 

<211> 51 

<212> «DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44018111 
<400> 3548 

actcccagga cgggggocag gccccctaaa aaggcacaat ggcagggcag g 

<210> 3549 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> rnisc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43316178 
<400> 3549 

gtccaccact ctaccccaca ggaggccgcc cgccaccaag cctcacctgg 

<210> 3550 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2<> 

<221> misc_£eature 
<222> <0) . . . <0) 

<223> Accession number cg43274140 
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<400> 3550 

ggtgggagag ggggagt^ctc aogggccoca ggcttatkca gaactggtgt 

<210> 3551 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number og43274140 
<400> 3551 

catgtacatt tctaacaaag tttattgtgg etat£aaagt gttttafcttc c 

<210> 3552 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 916922 
<400> 3552 

ttacccaggc ccactgttcc tatgcacact ggctttgtag gcattcacat c 

<210> 3553 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947535 
<400> 3553 

ggcagcaccc ctcccagagg cagccgggga ggcctcbcca ccagggcctg c 

<210> 3554 
<2ll> 50 
<212> DNA 

<213> Homo sapiens 

<220> • 
<22l> allele 
<222> <2€) . . . <0) 

<223> single nucleotide -polymorphism 
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<221> misc__£eature 
<222> <25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958488 
<400> 3554 

gttgagcact ggattcaggt agagggggct cccaggtcag tctgagagtt 50 

<210> 3555 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43958488 
<400> 3555 

attttcaaag tcattgacct cttgtgtcag atttaaggca aagaagaaga t 51 

<210> 3556 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43970044 
<400> 3556 

ggtctccacc tgaaaacttc tgccttggga ttgacagcca tccataagaa a 51 

<210> 3557 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 976962 



1007 



WSDOCID-<WO 0147944 A2 I > 



WO 01/47944 PCT/US00/35498 

<400> 3557 

occagttcoc SO 



<210> 3SS8 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feat:ure 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43976 962 
<400> 3558 

gctgtggtca cagctcgcgg ccccgecacc gaggcccagt t-cccttccag 50 

<210> 3559 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43251586 
<400> 3559 

ttgatcaaca gttgacagtt agttgtgagg aaagggtcca aaaggcatgg a 51 

<210> 3560 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923753 
<400> 35€0 

gtcacttcct gcagocatac cgtcagocag cttggcctaa aagctgtt^at 50 

<210> 3561 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923753 



<400> 3561 

tcacttcctg cagccatacc gtcagccagc ttggcctaaa agctgttatc 50 

<210> 3562 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) ... (0) 

<223> Accession number cg43925660 



<400> 3562 

atgccttgtt tttttttttt tttttttggc tgttatgctt ttaatggaag c 51 

<210> 3563 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950416 



<400> 3563 

cagcagcaga gggagagctc ggggcttgaa ggggaaacag cggaagacct a 51 

<210> 3564 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<222> <25) . - - <2*6) 

<223> Nucleotide -deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number og43950416 
<400> 3564 

aggtagggtt cagggactga ttggtcccat ttgccctcag gtcagtfcgtt 

<210> 3565 
<211> 50 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . - (0) 

<223> Accession number cg439S0416 
<400> 3565 

tagggttcag ggactgattg gtcccatttg ccctcaggtc agttg^tttaa *v 

<210> 3566 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43917151 

<400> 3566 - 
tgccaactcc tgagctagga cctggtaaca caaagttaaa taggacacga t bl 

<210> 3567 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
c222> (0) . . . (0) 

<223> Accession number cg439830S6 
<400> 35€7 

cocacracacg ttagacaatt tttttttt^tt tttgocaaga fctttagtagt a 51 
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<210> 35€8 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43983056 
<400> 3568 

tactttcact ccttcagtgt taaaacagaa aaccaaacag tgccaacagt a 51 

<210> 3569 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<22 3> Nucleotide deleted between bases 2 5 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983056 
<400> 3569 

ctctaaggta cctcccatcc cccccacocc caaaatcccg ctgatttctt 50 

<210> 3570 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44015570 
<400> 3570 

taaaaagtaa aagccacatc tgcaattaca caatccaaaa tggctagagc 50 

<210> 3571 
<211> 50 
<212> DNA 
<213> Homo 
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<220> 

<22l> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

'<221> misc_feature 
<222> (25) . . . (2«) 

<223> Nucleotide deleted between bases 2S and 56 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43329920 
<400> 3571 

gcagggatgc ttaaggaagg ccccgccagt atgaaagctg aggattgoct 

<210> 3572 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
. <222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43329920 
<400> 3572 

agggatgctt aaggaaggcc ccgccagtat gaaagctgag gattgoctct 

<210> 3573 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918566 
<400> 3573 

ccagactctt cctggactgg cttgctcctc cccacctccc caccctggaa 

<210> 3574 

<211> 51 

<212> DNA 

<213> Homo -sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918566 
<400> 3574 

agtcgtttta ccctcttcta ttgaaatgcc ttgggatttc cttctccctt t 51 

<210> 3575 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg439185€6 
<400> 3575 

ctttccctgc ccaccctgtc ccctaaaatt tgtgcttctg agttgaggag c 51 

<210> 3576 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43918566 
<400> 3576 

cctatcacct ccagcacaat cccagtgaaa aaggtgtgaa gcacccacca t 51 

<210> 3577 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

c221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> m i sc_f e a t ur e 
<222> (25) . . . <2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924515 
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<4O0> 3577 

acatgcttgg tofcttctggc ttggcaactc o«>cct*:gaa aotaagggcc S< 

<210> 3578 

<211> SO 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> miscJEeature 
<222> (0) . . . (0) 

<223> Accession number cg43932638 
<400> 3578 

agctgccgct gccaccagag ccggcgggca tcgcgctgct ,cattcatocg 



<210> 3579 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 9S043 7 



<400> 3579 

gagtagctgg gattacaggc gcacgccaat acgcccggct aattttttat t 

<210> 3580 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44918447 

i 

<400> 3580 - 

aatcccagca ctttggaagg ctgaggcagg aggatcagtt gaggccagga g 

<210> 3581 

<211> 51 

<212> DNA 

c213> Homo sapiens 



<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44918447 
c400> 3581 

ttggaaggct gagacaggag gatcacttga ggccaggagt tcaagaccag c 51 

<210> 3582 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44918447 

■ 

<400> 3582 

agttcaagac cagcctgggc aacatggtga gagcctgtct ctacaaaaaa t 51 

<210> 3583 

<211> 50 

<212> DNA 

< 2 1 3 > Homo s ap iens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44918447 
<400> 3583 

tgagaccttg tctcaaaaaa aaaaaaaacg cctcccccct accccagaca 50 

<210> 3584 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> {26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 

<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc feature 
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<222> <0) . . - <0) 

<223> Access ion number cg43£61443 
<400> 3584 

aattattttc ttcgagcccg -obctggctgc gocggcctoc ccgcgoocgg - s <> 

<210> 3585 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_featuore 
<222> (0) . . . (0) 

<223> Accession number cg43966200 
<400> 3585 

ctcaattgtt tatatatatt tttttacaag ttttaacctt fctggaaaaac 50 

<210> 3586 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966200 
<400> 3586 

atttttattc attttaaatc aaagaaacca ttccatttcc taacaaacag g 51 

<210> 3587 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . ... (0) 

<223> Accession number cg43966200 
<400> 3587 

cagtctttcc ctgtttrtgaa caagt<*:ttt -tgagaattct tagttttagt t SI 

<210> 3588 
<211> 51 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43975253 
<400> 3588 

aacagtagag ttgtgcaata tggatatttc ttactacaag aaaaaaatta t 51 

<210> 3589 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43975253 
<400> 3589 

ttgggtgatg cagaaagcca caaatgttaa aaggacacta aggttttaat a 51 

<210> 3590 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43975253 
<400> 3590 

gggtgatgca gaaagccaca aatttgaaaa ggacactaag gttttaataa g 51 

<210> 3591 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929104 
<400> 3591 

acaagaggaa gtgcctgcgg gttccctttt tagaagcttt gtgggttgat t 51 
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<2X0> 3S92 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929104 
<400> 3592 

gtcagtattt cagggttcta catttatctg taaaatgtga cttttttttt 

<210> 3593 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929104 
<400> 3593 

ctacatttta tctgtaaaat gtgacttttt ttttttttat cacaacagaa 

<210> 3594 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43929104 
<400> 3S94 

tgtaaaatgt gacttttttt ttttctatca caacagaagt aaaatgttgc 
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<210> 3595 

<211> 50 

<2l2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f ea ture 
<222> (25)... {26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... t0) 

<223> Accession number cg43929104 
<400> 3595 

gtaaaatgtg actttttttt tttttatcac aacagaagta aaatgttgct 50 

<210> 3596 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929104 
<400> 3596 

taaaatgtga cttttttttt ttttttatca caacagaagt aaaatgttgc t 51 

<210> 3597 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . ... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43 929104 
<400i 3597 

agcggagccg agtttgaggc agcgctagcg gtgaatcggg gccctcacca 50 

<210> 3598 

<211> 50 

<212> DNA - 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929104 
<400> 3598 

cattttgatt ctgaaaagaa agctgctttg cccatttctt attaaaaaaa 

<210> 3599 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933104 
i 

<400> 3599 

gcatactctg gcaatgttgt tctttaaaaa aagcatggat ^gcatttata t 

<210> 3600 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) - . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . ... (0) 

<223> Accession number cg43933104 
<400> 3600 

tctggcaatg ttgttcttta aaaaaagcat ggattgcatt tatatagtgt t 

c210> 3601 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f«ature 
<222> (0) . . . <0) 

<223> Accession number og43948117 
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<400> 3601 



<210> 3602 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43949523 
<400> 3602 

agcgtggtgt tcaaaggctt ttagctcatc tcatatcagt ctagtcagtg 50 

<210> 3603 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968223 
<400> 3603 

ggcatctctt aggcgggcag gacggccccc caggctcaac tcaggacaac 50 

<210> 3604 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number «cg43968223 
<400> 3604 



1021 

ISDOCID: <WO 01 47944 A2J_> 



WO 01/47944 PCT/l/SOD/35498 

aacgggactg agcggccoca t<jgcctoggc ctgtggccac -tgagctccgc 5< 

<210> 3605 

<211> 50 

<212> DNA 

<213> Homo -sapiens 



<220> 

<221> allele 
<222> (26) ... . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . • (26) 

<223> Nucleotide deleted between bases 2S and 26 



<221> misc_featuire 
<222> (0) . . . (0) 

<223> Accession number og43^68223 
<400> 3605 

tccatggctc agcatcgtcc ttctgcttoc -cagocccggg ccgaacgttc 

<210> 3606 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

. <221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43991855 



<400> 3606 

gcctctaagt ttagccctgc aaccaagagt tcctccaggg aaggaacgct 

<210> 3607 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_€eature 
<222> (25) ... . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44018598 



x400> 3€07 



ggcagttcta aatagcaagt gcttcacaaa aataaaaaaa acgataatga 
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<210> 3608 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . {0) 

<223> Accession number cg44018598 
<400> 3608 

otattcagct gggtaatatt ttgattgttt atcatgtgca cttgcttgtc t 51 

<210> 3609 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26)" 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44022133 
<400> 3609 

tattattaaa tgatgtggtc tatggaaaaa aaataaaaat ctgacttagt 50 

<210> 3610 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . i0) 

<223> Accession number cg43298473 
<400> 3610 

cagcagtttg cagtggggta aggagccaag cccatttgtg taatcaocca 50 

<210> 3611 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> alLele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936094 
<400> 3611 

caacatttat tttatcataa aagttaagca aataaaacta tatacaagat c 



<210> 3612 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43149413 



<400> 3612 

tttgcccacg tacccaggtc tggctgggcc caggcccgga tgcagaggcc 

<210> 3613 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43149413 
<400> 3613 

ctggggccca ggcccggatg cagagcctgc agggcctctg t-caattgtac 

<210> 3614 

<211> 51 

<212> DNA 

<213> Homo sapiens 

■ 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 
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<221> raisc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43149413 
<400> 3614 

gcctctgtca attgtacgcg ccaccaagtg ccttcaacac agcttgtctc t 51 

<210> 3615 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43149413 
<400> 3615 

gtacgcgcca ccgagtgcct tcaacccagc ttgtctcttg octgccactg t 51 

<210> 3616 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43149413 
<400> 3616 

gtaaatatgt acatttctca ggctaggcca gcaggggctg cccgagtctg 50 

<210> 3617 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . -(26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43928515 
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<4O0> 3617 

gtgaagtagc -tgaacaaaaa acttaagaga ttgcatgtca at4;tfcfcaagc ^ 

<210> 3618 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (16) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43928515 
<400> 3618 

tttttttttt tttttcttaa tttaggaaga ttttattttt t 4 



<210> 3619 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43928515 
<400> 3619 

caccggtgtt cctccctccc acctgtgtat ggggtttact gttatagaat t 



<210> 3620 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928515 
<400> 3620 - 

aacatacaaa actttgtttt tttttaatat atatacacag tacaaggctg 50 



<210> 3621 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> (26) ... {O) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928515 
<400> 3621 

tggggaggaa tgagactggc cccattgctg cggcaaaagc aaactgggct t si 

<210> 3622 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928515 
<400> 3622 

aggaatgaga ctggccccat cgctgtggca aaagcaaact gggcttgagg c 51 

<210> 3623 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_j£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934724 
<400> 3623 

agaggaatct agcgcgtctg gcaggctgcg cttcttcacc tgccccttag 50 

<210> 3624 

<211> 51 

■ <212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <0) . . . <0) 

<223> Accession number cg43945577 

* 

<400> 3624 
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<210> 3-625 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4394SS77 
<400> 3625 

cactctgctg aacagaattt attttttgag tcaaatataa tttattatta t 

<210> 3626 

<211> 51 

<212> DNA 

<213> Homo sapiens 

. <220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945577 
<400> 3626 

cgtttgcaag aagagttcca gttgatgtgg tgtttggttc catggcgggg t 

<210> 3627 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945577 
<400> 3627 

ggtaccctag ggattcatct gtttttttca cttccctttg catotgagat c 

<210> 3628 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> mi so feature 
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<222> (0) . . . <0) 

<223> Accession number og43945577 
<400> 3628 

catctgagat cctgctggaa accacagcaa cctgtatcca ctattaggag g 51 

<210> 3629 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439S5093 
<400> 3629 

tctcctttgt caggaatgca aaaaatcaca cactcctacc aggtgtttta 50 

<210> 3630 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<2 21> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955093 
<400> 3630 

gctcacgttt gggtacacat catttcttgc agtatttcta aaagctttgc 50 

<210> 3631 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . - . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <25) . . . (26) 

<223> DTucleoti-de deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 
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<223> Accession number og439SS093 
<400> 3€31 

catttt-cttg cagtatttct aaaagfcfctgc cagagtcaaa aat<rcaagtt SO 

<210> 3632 
<211> 51 
<212> DNA 

<213> Homo sapiens 

» 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955093 
<400> 3632 

agtatttcta aaagctttgc cagagccaaa aatccaagtt £ggattct:aa g 51 

<210> 3633 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955093 
<400> 3633 

ctaaaagctt tgccagagtc aaaaacocaa gtttggatbc taagcagoct t SI 

<210> 3634 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439S5093 
<400> 3634 

ctcatgttac taacaggctg taactcatca gctggattaa ggaaaaaagc t 51 

* 

<210> 3635 
<211> 50 
<:212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 

* 

<221> miscjfeature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg44014894 
<400> 3635 

tttctacatc tgcaagacaa gtttgcttca gccattatgt atagatagat 50 

<210> 3636 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . - (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43055918 
<400> 3636 

acattctccc ttgagggaaa aaaaagtgat tatttaaaat atgagtaaaa 50 

<210> 3637 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936393 
<400> 3637 

aaacaagttt cagtaaaaaa aaaaaactaa aacaaacact gaagtagagt t 51 

<210> 3638 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> {26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43936393 
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